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Materials and Methods
[bookmark: _Hlk173158311]Datasets Acquisition 
Survival-essential genes within glioblastoma (GBM) cell lines were retrieved from the DepMap database (https://depmap.org/). Through the application of the Robust Rank Aggregation (RRA) algorithm, a total of 762 genes were determined to possess a significant influence on GBM survival. Moreover, 866 genes related to cellular senescence were acquired from the CellAge database (https://genomics.senescence.info/). Gene expression profiles along with the corresponding clinical data of GBM patients were obtained from the Chinese Glioma Genome Atlas (CGGA) (http://www.cgga.org.cn/) and The Cancer Genome Atlas (TCGA) (https://portal.gdc.cancer.gov/) databases. The CGGA-325 dataset was designated as the training set, whereas the CGGA-693 and TCGA-GBM-LGG datasets functioned as validation sets 1 and 2, respectively.
Antibodies with Associated Working Concentrations
Primary and secondary antibodies were procured from Wuhan Proteintech Group, Inc. In this research, the anti-PSMA5 antibody (cat. no. 30580-1-AP) was diluted at a ratio of 1:1500 for Western Blot and 1:150 for Immunohistochemistry; the anti-P16-INK4A antibody (cat. no. 10883-1-AP) was employed with a dilution ratio of 1:2000 for Western Blot; the anti-P53 antibody (cat. no. 10442-1-AP) had a dilution ratio of 1:5000 for Western Blot; the anti-Bax antibody (cat. no. 50599-2-Ig) was diluted 1:2000 for Western Blot; the anti-Bcl-2 antibody (cat. no. 12789-1-AP) was used at a dilution ratio of 1:2000 for Western Blot; the anti-Ki-67 antibody (cat. no. 27309-1-AP) was diluted 1:10000 for Immunohistochemistry; the anti-GAPDH antibody (cat. no. 60004-1-Ig) was diluted at a ratio of 1:50,000 for Western Blot. The secondary antibodies consisted of HRP-conjugated AffiniPure goat anti-mouse IgG (H+L) (cat. no. SA00001-1) with a dilution ratio of 1:5000 and HRP - conjugated AffiniPure goat anti-rabbit IgG (H+L) (cat. no. SA00001-2) with a dilution ratio of 1:5000.
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