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Figure S1. Selecting BMPR1B-DT from the nine key anoikis-related lncRNAs.
a. [bookmark: _GoBack]Expression of USP30-AS1 in Ovarian Cancer and Normal Tissues. Red dots indicate the tumor group, green dots the normal group, and red - labeled cancers show gene differences with statistical significance between the two groups. USP30-AS1 expression levels showed no statistically significant differences between ovarian cancer and normal ovarian tissues（OV is black）. b. Expression of BMPR1B-DT in Ovarian Cancer and Normal Tissues. Red dots indicate the tumor group, green dots the normal group, and red - labeled cancers show gene differences with statistical significance between the two groups. BMPR1B-DT expression levels exhibited statistically significant differences between ovarian cancer and normal ovarian tissues（OV is red）. c. Expression of USP30-AS1 Across Various Cancers. Red columns represent the tumor group, and black columns represent the normal group. The expression levels of USP30-AS1 were highest in DLBC (Diffuse Large B-cell Lymphoma), LIHC (Liver Hepatocellular Carcinoma), and THYM (Thymoma), with relatively low expression in ovarian cancer. d. Expression of BMPR1B-DT Across Various Cancers. Red columns represent the tumor group, and black columns represent the normal group. The expression levels of BMPR1B-DT were highest in PRAD (Prostate Adenocarcinoma), UCEC (Uterine Corpus Endometrial Carcinoma), and OV (Ovarian Carcinoma), with significantly higher expression in ovarian cancer compared to other cancers.


























	Table S1. BMPR1B-DT plasmid sequences

	plasmid
	Sequence

	Lv-BMPR1B-DT
	agagctggaaagggctcgcagagatgatataatgtcgtggatttcaacttttcggggccatagacacttttcagaaattgataaaacgttgacacaccttgtaaaaaatgaacacattaaaattaagcctgcagtttgaggtaatggagaagcactggagatttgtaagccacggagtcaaatggtggactgggattttcaggagatcatttagagagcaagatcttaccaaatcctttagtcatggtctatttcgttgcactcatatggttgttactgcgaaggtgaagaactaatgactgcagcaggaaaaagaattggatgtgtcatgaattatggccctgcttatacttctacttcaaccgtaatcatttgtttaaacaaaaagttctgcatttgaattgtcacaattgtgtgtgtgttataaacatctcatatttcatccaggctcagccaacacttgcctttattaatgctcataatcaagaaataaaatctcatactaaccaaaaattatccttcataagagaatataaacagaagtctggttcataaacttactaattaacacctctattctcatgtatcaactaacatttttgtttcgtcttaaaataaataaaactttatgacatgctaataa

	Lv-sh-1-BMPR1B-DT
	GAGATATTGCTTAGCGTTAA

	Lv-sh-2-BMPR1B-DT
	GCGTAACGGAAGTAATTCAA

	Lv-sh-3-BMPR1B-DT
	GAGAGACAACAAAGCGCTA










	Table S2. Primer sequences

	Primer 
	Sequence5’→3’

	BMPR1B-DT (forward)
	CTGGAGATTTGTAAGCCACGGAGTC

	BMPR1B-DT (reverse)
	GTTCTTCACCTTCGCAGTAACAACC

	GAPDH (forward)
	GATTCCACCCATGGCAAATTC

	GAPDH (reverse)
	CTGGAAGATGGTGATGGGATT
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