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	PROTEIN
	IHC SCORE

	
	
	HIGH
	MEDIUM
	LOW

	OC1
	Cdc20
	
	
	1

	
	UbcH10
	
	
	1

	OC3
	Cdc20
	3
	
	

	
	UbcH10
	3
	
	

	OC4
	Cdc20
	3
	
	

	
	UbcH10
	
	2
	

	OC5
	Cdc20
	3
	
	

	
	UbcH10
	
	2
	

	OC9
	Cdc20
	
	2
	

	
	UbcH10
	
	2
	

	OC12 
	Cdc20
	
	2
	

	
	UbcH10
	
	
	1

	OC13
	Cdc20
	3
	
	

	
	UbcH10
	3
	
	

	OC14
	Cdc20
	
	
	1

	
	UbcH10
	
	2
	

	OC16
	Cdc20
	
	2
	

	
	UbcH10
	
	2
	

	OC17
	Cdc20
	3
	
	

	
	UbcH10
	
	2
	

	OC18
	Cdc20
	
	2
	

	
	UbcH10
	
	
	1

	OC19
	Cdc20
	
	
	1

	
	UbcH10
	
	
	1

	OC20
	Cdc20
	3
	
	

	
	UbcH10
	3
	
	

	OC35
	Cdc20
	
	2
	

	
	UbcH10
	3
	
	

	OC36
	Cdc20
	3
	
	

	
	UbcH10
	3
	
	

	OC37
	Cdc20
	3
	
	

	
	UbcH10
	3
	
	



Supplemental table 1: The table showing patient info and the corresponding IHC scores of Cdc20 and UbcH10. 
The following seven combinations are observed: 
i. Cdc20 low (1) & UbcH10 low (1) in samples: (OC1, OC19)
ii. Cdc20 low (1) & UbcH10 moderate (2) in samples: (OC14)
iii. Cdc20 moderate (2) & UbcH10 moderate (2) in samples: (OC9, OC16)
iv. Cdc20 moderate (2) & UbcH10 low (1) in samples: (OC12, OC18)
v. Cdc20 moderate (2) & UbcH10 high (3) in samples: (OC35)
vi. Cdc20 high (3) & UbcH10 moderate (2) in samples: (OC4, OC5, OC17)
vii. Cdc20 high (3) & UbcH10 high (3) in samples: (OC3, OC13, OC20, OC36, OC37) 



	Patient ID
	Nodal invasion status
	Tumor stage
	Tumor grade
	Human Papilloma Virus (HPV) status
	CDC20-UBCH10 status

	OC1T 
	NA
	IVA
	Moderately differentiated (G2)
	Negative
	Both Low

	OC3T
	Positive
	IVA
	Moderately differentiated (G2)
	Negative
	Both High

	OC4T
	Negative
	IVA
	Well differentiated (G1)
	Negative
	Both High

	OC5T
	Positive
	IVA
	Moderately differentiated (G2)
	NA
	Both High

	OC8T
	Positive
	III
	Well differentiated (G1)
	Positive
	Both High

	OC9T
	Positive
	III
	Moderately differentiated (G2)
	Negative
	Both High

	OC10T
	Negative
	II
	Well differentiated (G1)
	Negative
	UNRELATED

	OC12T
	Positive
	III
	Well differentiated (G1)
	Positive
	Both High

	OC13T
	Positive
	III
	Poorly differentiated (G3)
	Negative
	Both High

	OC14T
	NA
	IVA
	Moderately differentiated (G2)
	Positive
	Both High

	OC16T
	NA
	III
	Well differentiated (G1)
	Positive
	Both High

	OC17T
	Positive
	IVB
	Moderately differentiated (G2)
	Negative
	Both High

	OC18T
	Positive
	III
	Well differentiated (G1)
	Positive
	UNRELATED

	OC19T
	Positive
	IVA
	Moderately differentiated (G2)
	Negative
	Both High

	OC20T
	NA
	III
	Well differentiated (G1)
	Negative
	Both High

	OC21T
	NA
	III
	Well differentiated (G1)
	Positive
	UNRELATED

	OC22T
	NA
	III
	Well differentiated (G1)
	Positive
	UNRELATED

	OC24T
	NA
	II
	Moderately differentiated (G2)
	Positive
	Both High

	OC25T
	Positive
	III
	Well differentiated (G1)
	Positive
	Both Low

	OC26T
	NA
	III
	Well differentiated (G1)
	NA
	Both High

	OC27T
	NA
	III
	Well differentiated (G1)
	Negative
	UNRELATED

	OC28T
	NA
	II
	Well differentiated (G1)
	NA
	Both Low

	OC29T
	NA
	II
	Well differentiated (G1)
	NA
	Both Low

	OC30T
	Positive
	IVA
	Well differentiated (G1)
	Positive
	Both High

	OC31T
	Positive
	IVA
	Well differentiated (G1)
	Positive
	Both High

	OC32T
	NA
	III
	Well differentiated (G1)
	Negative
	Both Low

	OC33T
	NA
	II
	Well differentiated (G1)
	Negative
	UNRELATED

	OC34T
	NA
	II
	Well differentiated (G1)
	Positive
	Both Low

	OC35T
	Negative
	III
	Well differentiated (G1)
	Positive
	Both High

	OC36T
	Positive
	IVB
	Well differentiated (G1)
	Positive
	Both High

	OC37T
	Positive
	IVA
	Moderately differentiated (G2)
	Positive
	Both High

	OC38T
	NA
	III
	Well differentiated (G1)
	Positive
	Both High




Supplemental table 2: The table showing patient info and the corresponding clinicopathological features in association with the expression status of CDC20 and UBCH10. 






	                                     Overall Survival 

	    Recurrence Free Survival 

	Variables
	Hazard Ratio (95% CI)
	  p-Value
	Hazard Ratio (95% CI)
	p-Value

	Status
Both High
Others
	
1.00
1.01 (0.77 to 1.32)
	

0.94
	
1.00
0.93 (0.7 to 1.24)
	

0.63

	Age
<60
>=60

Gender
Male 
Female

	
1.00
1.36 (1.03 to 1.8)


1.00
1.13 (1.03 to 1.8)
	

0.03



0.4
	
1.00
1.09 (0.82 to 1.46)


1.00
1.01 (0.74 to 1.4)
	

0.55



0.93

	Clinical Stage
Early (I. II)
Late (III, IV)
	
1.00
0.59 (0.31 to 1.12)
	

0.1

	
1.00
0.55 (0.28 to 1.08)
	

0.08


	Clinical_T
Early
Late
	
1.00
1.84 (1.1 to 3.09)

	

0.01
	
1.00
1.89 (1.11 to 3.2)

	

0.01

	Clinical_N
N0
N1
	
1.00
1.29 (0.93 to 1.78)
	

0.13
	
1.00
1.38 (0.98 to 1.96)
	

0.06

	Clinical_M
M0
M1
	
1.00
3.06 (1.1 to 8.56)
	

0.07
	
1.00
2.06 (0.64 to 6.66)
	

0.28

	Neoplasm_Histolgic_Grade
Early (G1, G2)
Late (G3, G4)
	
1.00
0.89 (0.66 to 1.19)
	

0.43
	
1.00
0.91 (0.67 to 1.25)
	

0.56



   Clinical_T (Early: T1, T2 and Late: T3, T4), Clinical_N (N1: N1, N2, N3)
   Hazard ratio (HR), CI, Confidence interval

Supplemental table 3A: Multivariate cox regression analysis for overall survival (OS) and recurrence free survival (RFS) in TCGA-HNSC cohort (n=566) in association with CDC20 and UBCH10 expression and corresponding clinicopathological features. Statistical significance was represented as p<0.05. ns, not significant







	                                     Overall Survival 

	    Recurrence Free Survival 

	Variables
	Hazard Ratio (95% CI)
	  p-Value
	Hazard Ratio (95% CI)
	p-Value

	Status
Both High
Others
	
1.00
0.74 (0.53 to 1.05)
	

0.09
	
1.00
0.66 (0.49 to 0.89)
	

0.01

	Age
<60
>=60

Gender
Male 
Female

	
1.00
1.31 (0.92 to 1.87)


1.00
1.09 (0.76 to 1.55)
	

0.14



0.64
	
1.00
1.11 (0.82 to 1.49)


1.00
0.92 (0.67 to 1.25)
	

0.51



0.58

	Pathologic Stage
Early (I. II)
Late (III, IV)
	
1.00
0.38 (0.03 to 4.58)
	

0.48

	
1.00
0.81 (0.07 to 9.54)
	

0.87


	Pathologic_T
Early
Late
	
1.00
5.45 (0.47 to 63.68)

	

0.23
	
1.00
2.58 (0.22 to 29.82)

	

0.47

	Pathologic _N
N0
N1
	
1.00
4.14 (0.56 to 30.72)
	

0.25
	
1.00
2.21 (0.3 to 16.21)
	

0.49

	Pathologic _M
M0
M1
	
1.00
1.63 (0.38 to 6.91)
	

0.54
	
1.00
2.88 (0.68 to 12.2)
	

0.21



Clinical_T (Early: T1, T2 and Late: T3, T4), Clinical_N (N1: N1, N2, N3)
 Hazard ratio (HR), CI, Confidence interval

Supplemental table 3B: Multivariate cox regression analysis for overall survival (OS) and recurrence free survival (RFS) in TCGA-LIHC cohort (n=421) in association with CDC20 and UBCH10 expression and corresponding clinicopathological features. Statistical significance was represented as p<0.05. ns, not significant









Clinical_T (Early: T1, T2 and Late: T3, T4), Clinical_N (N1: N1, N2, N3)
               Hazard ratio (HR), CI, Confidence interval

	                                     Overall Survival 

	    Recurrence Free Survival 

	Variables
	Hazard Ratio (95% CI)
	  p-Value
	Hazard Ratio (95% CI)
	p-Value

	Status
Both High
Others
	
1.00
0.86 (0.65 to 1.15)
	

0.31
	
1.00
0.75 (0.58 to 1)
	

0.04

	Age
<60
>=60

Gender
Male 
Female

	
1.00
1.24 (0.93 to 1.67)


1.00
0.98 (0.74 to 1.31)
	

0.14



0.91
	
1.00
1.20 (0.92 to 1.6)


1.00
0.92 (0.71 to 1.22)
	

0.17



0.59

	Pathologic Stage
Early (I. II)
Late (III, IV)
	
1.00
1.20 (0.8 to 1.83)
	

0.36

	
1.00
0.85 (0.55 to 1.31)
	

0.46


	Pathologic_T
Early
Late
	
1.00
1.67 (1.12 to 2.52)

	

0.01
	
1.00
1.68 (1.12 to 2.54)

	

0.01

	Pathologic _N
N0
N1
	
1.00
2.17 (1.56 to 3.04)
	

<0.0001
	
1.00
1.64 (1.19 to 2.27)
	

0.002

	Pathologic _M
M0
M1
	
1.00
1.59 (0.88 to 2.89)
	

0.12
	
1.00
1.48 (0.77 to 2.85)
	

0.23


Supplemental table 3C: Multivariate cox regression analysis for overall survival (OS) and recurrence free survival (RFS) in TCGA-LUAD cohort (n=576) in association with CDC20 and UBCH10 expression and corresponding clinicopathological features. Statistical significance was represented as p<0.05. ns, not significant








	                                     Overall Survival 

	    Recurrence Free Survival 

	Variables
	Hazard Ratio (95% CI)
	  p-Value
	Hazard Ratio (95% CI)
	p-Value

	Status
Both High
Others
	
1.00
0.44 (0.08 to 2.46)
	

0.35
	
1.00
0.41 (0.25 to 0.68)
	

0.0004

	Age
<60
>=60

Pathologic_T
Early
Late 

	
1.00
1.22 (0.27 to 5.65)


1.00
1.97 (0.31 to 12.53)
	

0.79



0.47
	
1.00
1.27 (0.82 to 2.03)


1.00
3.56 (1.79 to 7.09)
	

0.30



0.0002

	Pathologic_N
N0
N1
	
1.00
2.74 (0.52 to 14.39)
	

0.23

	
1.00
1.16 (0.7 to 1.95)
	

0.99




Clinical_T (Early: T1, T2 and Late: T3, T4), Clinical_N (N1: N1, N2, N3)
               Hazard ratio (HR), CI, Confidence interval

Supplemental table 3D: Multivariate cox regression analysis for overall survival (OS) and recurrence free survival (RFS) in TCGA-PRAD cohort (n=550) in association with CDC20 and UBCH10 expression and corresponding clinicopathological features. Statistical significance was represented as p<0.05. ns, not significant







