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Supplemental Figure1. Expression of NFEL2 (NRF2) in breast cancer on sample types. The results indicate a significant association between sample type and NFEL2 (NRF2) mRNA expression levels, where NFEL2 (NRF2) was significantly overexpressed in normal samples compared to tumor samples. The y-axis shows NFEL2 (NRF2) mRNA expression (transcript per million), and the X-axis shows sample types.
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