0.78 | 0.73 | 0.74 | 0.80 | 0.53 | 0.54 | 0.70 | 0.60 | 0.60 spliceosomal tri-snrnp complex assembly
079 | 0.81 052 | 0.52 | 0.70 | 0.62 | 0.62 spliceosomal snrnp assembly 09
052 | 0.52 | 0.70 | 0.62 | 0.62 spliceosomalcomplexassembly 048
078 0.80 | 0.82 0.53 | 0.54 | 0.70 | 0.60 | 0.60 u2-type prespliceosome assembly 07
0.73 | 0.79 0.80 0.49 | 049 | 0.64 | 0.55 | 0.67 mrna 5'-splice site recognition 06
074 | 081 0.82 0.51 | 052 | 0.65 | 0.55 | 0.55 mrna 3'-splice site recognition 05
0.80 0.49 | 0.50 | 0.65 | 0.55 | 0.55 mrna splice site recognition ID'4
0.53 | 0.52 | 0.52 | 0.53 | 0.49 | 0.51 | 0.49 0.75 | 0.71 | 0.71 rna splicing, via transesterification reactions 03
0.54 | 0.52 | 0.52 | 0.54 | 0.49 | 0.52 | 0.50 0.72 | 069 | 0.69 | 0.73 | 0.68 | 0.43 | 0.52 | 0.53 | 0.56 | 0.67 | 0.56 | 0.43 | rna splicing
0.70 | 0.70 | 0.70 | 0.70 | 0.64 | 0.65 | 0.65 | 0.75 | 0.72 0.53 | 0.46 | 0.57 | 0.66 | 0.69 | 0.43 | 0.51 | 0.43 | 0.57 | mrna splicing, via spliceosome
0.60 | 0.62 | 0.62 | 0.60 | 0.55 | 0.55 | 0.55 | 0.71 | 0.69 0.82 | 0.50 0.51 | 0.68 | 0.61 0.48 051 | alternative mrna splicing, via spliceosome
069 082 050 051 | 057 | 0.61 048 051 | mrna cis splicing, via spliceosome
073 [ 053 | 050 | 0.50 0.46 | 0.53 | 0.46 trna-type intron splice site recognition and cleavage
068 | 0.46 0.48 trna splicing, via endonucleolytic cleavage and ligation
043 | 0.57 | 0.51 | 0.51 0.72 | 080 | 0.80 | 0.65 | 0.53 | 0.65 |negative regulation of mrna splicing, via spliceosome
052 | 0.66 | 0.68 | 0.57 072 060 | 0.77 | 060 | 0.72 | regulation of alternative mrna splicing, via spliceosome
053 | 069 | 061 | 061 0.80 0.65 | 0.80 | 0.65 | 0.80  regulation of mrna splicing, via spliceosome
0.56 | 0.43 0.46 0.80 | 0.60 | 0.65 081 066 | 0.53 | negative regulation of rna splicing
067 | 0.51 | 0.48 | 0.48 | 0.53 | 0.48 | 0.65 | 0.77 | 0.80 | 0.81 081 | 065 | regulation of rna splicing
0.56 | 0.43 046 0.53 | 0.60 | 0.65 | 0.66 | 0.81 0.80 | positive regulation of rna splicing
positive regulation of mrna splicing, via spliceosome
]
1
trna-splicing ligase complex splicing factor binding I
063 | 053 | 0.53 | 053 | 053 | 0.42 | 0.42 | 041 | 0.41 | 0.50 | spliceosomal tri-snrp complex pre-mma 5'-splice site binding | |
063 076|076 | 072 | 0.72 spliceosomal complex pre-mrna 3-splice site binding
0.53 078 | 0.78 | 0.78 078 078 073 u2-type spliceosomal complex 06 %//% ’o’s\@'o’s\% 0.6
053 0.78 078 0.78 | 064 0.61 | 061 | 0.73 | precatalytic spliceosome "069' 0’9"’% %
0.53 0.78 | 0.78 078 | 064 | 0.64 061|061 | 0.73 | u12-type spliceosomal complex 04 Q‘%or-\%/’i{q\%”i@ 0.4
053 0.78 | 0.78 | 0.78 064 | 064 061 061|073 post-mrna release spliceosomal complexl I% “‘/(‘s “‘//‘s l
042 | 0.76 064|064 | 064 065 | 062 | 062 | 0.60 |u2-type prespliceosome 02 é/éo},') %01’,') 02
042 | 0.76 064 | 064 | 065 0.62 | 062 | 0.60 | u2-type precatalytic spliccosome e
041072 | 078 | 061 | 061 | 061 | 062 | 062 069 | 069 |u2-type catalytic step 1 spliceosome
0.78 X X X u2-type catalytic step 2 spliceosome

catalytic step 2 spliceosome






