Table S1. The clinicopathological characteristics of the patients in TCGA
	[bookmark: table1基本特征][bookmark: 人口学特征]Variables
	Total (n = 433)
	Normal (n = 51)
	Tumor (n = 382)
	Statistic
	P

	
	
	
	
	
	

	Age, Mean ± SD
	65.02 ± 13.27
	69.06 ± 14.09
	64.48 ± 13.08
	t=2.32
	0.021

	Gender, n(%)
	
	
	
	χ²=1.78
	0.182

	  FEMALE
	198 (46.15)
	28 (54.90)
	170 (44.97)
	
	

	  MALE
	231 (53.85)
	23 (45.10)
	208 (55.03)
	
	

	TNM.stage, n(%)
	
	
	
	χ²=410.00
	<.001

	  I
	57 (13.90)
	0 (0.00)
	57 (15.88)
	
	

	  II
	136 (33.17)
	0 (0.00)
	136 (37.88)
	
	

	  III
	114 (27.80)
	0 (0.00)
	114 (31.75)
	
	

	  IV
	52 (12.68)
	0 (0.00)
	52 (14.48)
	
	

	  None
	51 (12.44)
	51 (100.00)
	0 (0.00)
	
	

	N, n(%)
	
	
	
	χ²=427.00
	<.001

	  N0
	206 (48.24)
	0 (0.00)
	206 (54.79)
	
	

	  N1
	99 (23.19)
	0 (0.00)
	99 (26.33)
	
	

	  N2
	69 (16.16)
	0 (0.00)
	69 (18.35)
	
	

	  NX
	2 (0.47)
	0 (0.00)
	2 (0.53)
	
	

	  None
	51 (11.94)
	51 (100.00)
	0 (0.00)
	
	

	M, n(%)
	
	
	
	χ²=422.00
	<.001

	  M0
	255 (60.43)
	0 (0.00)
	255 (68.73)
	
	

	  M1
	51 (12.09)
	0 (0.00)
	51 (13.75)
	
	

	  MX
	65 (15.40)
	0 (0.00)
	65 (17.52)
	
	

	  None
	51 (12.09)
	51 (100.00)
	0 (0.00)
	
	

	T, n(%)
	
	
	
	-
	<.001

	  None
	51 (11.94)
	51 (100.00)
	0 (0.00)
	
	

	  T1
	10 (2.34)
	0 (0.00)
	10 (2.66)
	
	

	  T2
	57 (13.35)
	0 (0.00)
	57 (15.16)
	
	

	  T3
	259 (60.66)
	0 (0.00)
	259 (68.88)
	
	

	  T4
	49 (11.48)
	0 (0.00)
	49 (13.03)
	
	

	  Tis
	1 (0.23)
	0 (0.00)
	1 (0.27)
	
	

	 t: t-test, χ²: Chi-square test, -: Fisher exact

	 SD: standard deviation





Table S2. The clinicopathological characteristics of the patients in GSE131418
	Variables
	Total (n = 1135)
	METASTASIS (n = 257)
	PRIMARY (n = 878)
	Statistic
	P

	
	
	
	
	
	

	Age, Mean ± SD
	64.65 ± 13.28
	58.96 ± 10.87
	66.31 ± 13.47
	t=-9.00
	<.001

	Gender, n(%)
	
	
	
	χ²=5.78
	0.016

	  FEMALE
	534 (47.05)
	104 (40.47)
	430 (48.97)
	
	

	  MALE
	601 (52.95)
	153 (59.53)
	448 (51.03)
	
	

	Metastasis, n(%)
	
	
	
	χ²=1135.00
	<.001

	  LIVER
	197 (17.36)
	197 (76.65)
	0 (0.00)
	
	

	  LUNG
	60 (5.29)
	60 (23.35)
	0 (0.00)
	
	

	  None
	878 (77.36)
	0 (0.00)
	878 (100.00)
	
	

	 t: t-test, χ²: Chi-square test

	 SD: standard deviation





Table S3. The clinicopathological characteristics of the patients in GSE395812
	Variables
	Total (n = 585)
	CRC (n = 566)
	Normal (n = 19)
	Statistic
	P

	
	
	
	
	
	
	

	Age, Mean ± SD
	66.95 ± 13.17
	66.91 ± 13.27
	68.16 ± 10.12
	t=-0.41
	0.684
	

	Gender, n(%)
	
	
	
	χ²=0.52
	0.470
	

	  Female
	263 (44.96)
	256 (45.23)
	7 (36.84)
	
	
	

	  Male
	322 (55.04)
	310 (54.77)
	12 (63.16)
	
	
	

	N, n(%)
	
	
	
	-
	<.001
	

	  N0
	302 (53.45)
	302 (55.31)
	0 (0.00)
	
	
	

	  N1
	140 (24.78)
	140 (25.64)
	0 (0.00)
	
	
	

	  N2
	98 (17.35)
	98 (17.95)
	0 (0.00)
	
	
	

	  N3
	6 (1.06)
	6 (1.10)
	0 (0.00)
	
	
	

	  None
	19 (3.36)
	0 (0.00)
	19 (100.00)
	
	
	

	M, n(%)
	
	
	
	-
	<.001
	

	  M0
	482 (85.31)
	482 (88.28)
	0 (0.00)
	
	
	

	  M1
	61 (10.80)
	61 (11.17)
	0 (0.00)
	
	
	

	  MX
	3 (0.53)
	3 (0.55)
	0 (0.00)
	
	
	

	  None
	19 (3.36)
	0 (0.00)
	19 (100.00)
	
	
	

	TNM stage, n(%)
	
	
	
	-
	<.001
	

	  0
	4 (0.68)
	4 (0.71)
	0 (0.00)
	
	
	

	  1
	33 (5.64)
	33 (5.83)
	0 (0.00)
	
	
	

	  2
	264 (45.13)
	264 (46.64)
	0 (0.00)
	
	
	

	  3
	205 (35.04)
	205 (36.22)
	0 (0.00)
	
	
	

	  4
	60 (10.26)
	60 (10.60)
	0 (0.00)
	
	
	

	  None
	19 (3.25)
	0 (0.00)
	19 (100.00)
	
	
	

	T, n(%)
	
	
	
	-
	<.001
	

	  None
	19 (3.36)
	0 (0.00)
	19 (100.00)
	
	
	

	  T0
	1 (0.18)
	1 (0.18)
	0 (0.00)
	
	
	

	  T1
	11 (1.95)
	11 (2.01)
	0 (0.00)
	
	
	

	  T2
	45 (7.96)
	45 (8.24)
	0 (0.00)
	
	
	

	  T3
	367 (64.96)
	367 (67.22)
	0 (0.00)
	
	
	

	  T4
	119 (21.06)
	119 (21.79)
	0 (0.00)
	
	
	

	  Tis
	3 (0.53)
	3 (0.55)
	0 (0.00)
	
	
	

	 t: t-test, χ²: Chi-square test, -: Fisher exact
	

	 SD: standard deviation
	



Table S4. The clinicopathological characteristics of the patients in primary CRC patients and metastatic CRC patients
	Variables
	Total (n =20)
	Normal (n = 10)
	Tumor (n = 10)
	Statistic
	P

	
	
	
	
	
	

	Age, Mean ± SD
	65.02 ± 11.16
	68.06 ± 12.29
	63.48 ± 12.03
	t=2.28
	0.019

	Gender, n(%)
	
	
	
	χ²=1.78
	0.182

	  FEMALE
	13 (65.00)
	7 (70.00)
	6 (60.00)
	
	

	  MALE
	7 (35.00)
	3 (45.10)
	4 (40.00)
	
	

	TNM.stage, n(%)
	
	
	
	χ²=205.00
	<.001

	  I
	4 (20.00)
	0 (0.00)
	4 (40.00)
	
	

	  II
	3 (15.00)
	0 (0.00)
	3(30.00)
	
	

	  III
	3 (15.00)
	0 (0.00)
	3 (30.00)
	
	

	  IV
	2 (10.00)
	0 (0.00)
	2 (20.00)
	
	

	  None
	10(50.00)
	10(100.00)
	0 (0.00)
	
	

	N, n(%)
	
	
	
	χ²=213.00
	<.001

	  N0
	6 (30.00)
	0 (0.00)
	6 (60.00)
	
	

	  N1
	2 (10.00)
	0 (0.00)
	2 (220.00)
	
	

	  N2
	2 (10.00)
	0 (0.00)
	2 (20.00)
	
	

	  None
	10 (50.00)
	10 (100.00)
	0 (0.00)
	
	

	M, n(%)
	
	
	
	χ²=211.00
	<.001

	  M0
	8 (40.00)
	0 (0.00)
	8 (80.00)
	
	

	  M1
	2 (10.00)
	0 (0.00)
	2 (20.00)
	
	

	  None
	10 (50.00)
	10 (100.00)
	0 (0.00)
	
	

	T, n(%)
	
	
	
	χ²=183.00
	<.001

	  None
	10 (11.94)
	10 (100.00)
	0 (0.00)
	
	

	  T1
	1 (5.00)
	0 (0.00)
	1 (10.00)
	
	

	  T2
	2 (10.00)
	0 (0.00)
	2 (20.00)
	
	

	  T3
	6 (30.00)
	0 (0.00)
	6 (60.00)
	
	

	  T4
	1 (5.00)
	0 (0.00)
	1 (10.00)
	
	

	 t: t-test, χ²: Chi-square test, -: Fisher exact

	 SD: standard deviation


[bookmark: _GoBack]Table S5. The primers of this study.
	Genes
	Primers (5′-3′)

	COMP-human
	F: CAACGGGATCCTCTGTGGTC

	
	R: AGTTGTCCTTACGGCACTGG

	COMP-mouse
	F: GGGATTCAGCTCAAGGCTGT

	
	R: CAGGGATTGTATCTGATGTAGCCA

	Collagen 1- human
	F: TTCAGGTTCACAAAACCCGC

	
	R: TCTCACACAGCCCGTTTACC

	Collagen 1-mouse
	F: TTCTCCTGGCAAAGACGGAC

	
	R: CGGCCACCATCTTGAGACTT

	[bookmark: _Hlk168560977]Laminin-human
	F: ATTCCAGAGGGAGAGGGGAC

	
	R: GCCAGCTTAGGCCTTTCTGA

	Laminin-mouse
	F: AGCGACTGTGTTTGTAGCCT

	
	R: GGTTCAGAGACAGAACGGCA

	[bookmark: _Hlk168560561]Hyaluronan-human
	F: TGACAGGCATCTCACGAACC

	
	R: GGGTCTGCTGGTTTAGCCAT

	Hyaluronan-mouse
	F: GGCCTAAATGTGGCAGACCT

	
	R: TGGCGAACCCAGACACTAAC

	[bookmark: OLE_LINK1]EpCAM-human
	F: GAACACTGCTGGGGTCAGAA

	
	R: CTGAAGTGCAGTCCGCAAAC

	EpCAM-mouse
	F: AACACAAGACGACGTGGACA

	
	R: GCTCTCCGTTCACTCTCAGG

	E-cadherin-human
	F: TGGTACCTGGCAAGATGCAG

	
	R: GGGGGCTTCATTCACATCCA

	E-cadherin-mouse
	F: TGGTACCTGGCAAGATGCAG

	
	R: GGGGGCTTCATTCACATCCA

	N-cadherin-human
	F: TGGGAAATGGAAACTTGATGGC

	
	R: AATCTGCAGGCTCACTGCTC

	N-cadherin-mouse
	F: AACCCAAGCACGTATCAGGG

	
	R: GAGTGTTGGGGGCATCATCA

	β-actin-human
	F: GCCTCGCCTTTGCCGAT 

	
	R: AGGTAGTCAGTCAGGTCCCG 

	β-actin-mouse
	F: CTTCGCGGGCGACGAT

	
	R: CCACATAGGAATCCTTCTGACC 




