 Supplementary Figure
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[bookmark: _GoBack]Fig. S1 Differential expression analysis of modeling genes between Low RS and High RS groups. Differential expression of modeling genes in the (a) TCGA , (b) GSE13507 and (c) GSE32894. *P < 0.05, **P < 0.01, ***P < 0.001

[image: Fig4]
Fig. S2 Kaplan–Meier survival analysis between the two risk score groups in subgroups stratified by clinical characteristics. a Age<65years. b Age≥65years. c High grade. d T stage(T2-4). e T stage(T3-4). f N stage(N0). g N stage(N1-3). h M stage(M0). i Pathological stage(stageI&II). j Pathological stage(stageIII&IV). k Number of lesions(Unifocal). l Number of lesions(Multifocal)
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Fig. S3 Construction of the nomogram with HLMRS. a The univariate Cox regression analysis in the TCGA cohort. b The multivariate Cox regression analysis in the TCGA cohort. c Nomogram with HLMRS. d Survival analysis of the nomogram. e The calibration curves for predicting 1-year, 3-year, and 5-year OS based on the nomogram. f 1-year, 3-year, and 5-year DCA curves demonstrated the net clinical benefit
[image: Fig7]
Fig. S4 The HLMRS holds auxiliary value in facilitating clinical decision-making. a Survival analysis of six molecular subtypes in the TCGA cohort. b Heatmap of the correspondence between two risk score groups and consensus molecular subtypes. c Ability of the HLMRS to predict MIBC consensus molecular subtypes. d Comparison of drug sensitivity of conventional chemotherapeutic agents for BLCA. *P < 0.05, **P < 0.01, ***P < 0.001
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