Fig. S1. Differential expression of UCAI in the indicated cancer tissues or cell lines.
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(A) A schematic diagram shows UCA! spliced isoforms and the primers used to quantify the
expression of total UCA1 and those of long and short UCA ! isoforms. The first four isoforms
were experimentally validated, whereas the last one was compiled using the reported variants
by NCBI. (B) Mean UCA1 expression is significantly higher in tumorous tissues compared to
normal tissues of BLCA (bladder cancer), BRCA (breast cancer), COAD (colon cancer),
HNSC (head and neck cancer), LUSC (lung cancer), and STAD (stomach cancer) by DeepBase
v3.0. (C) UCAI expression is elevated in the tumor tissues of three HPC specimens relative to
their adjacent normal counterparts. ** p <0.01, *** p <0.001. (D) The expression of UCA! in
the indicated HNC cell lines relative to HNOK. *** p < 0.001 versus HNOK. N.S., not

significant.



