Figure S2 CRISPR/Cas-mediated silencing of UCAI expression recapitulated the
depletion effect of UCAI by using siRNA on cell proliferation, migration and invasion
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Detroit 562 cells were transduced with lentiviruses bearing sg-Ctrl or sgUCA I clones (clone 2
or 3). Following validation of the reduced UCA I expression by RT-qPCR (A), we assayed cell
proliferation (B), migration (C), and invasion (D). All the experiments were independently

repeated three times and expressed as mean £ SD (N = 3). * p < 0.05; ** p < 0.01; *** p<

0.001 compared to sgCitrl, t-test.



