Supplementary table 4: Protein stability predictions are depicted. The values are displayed in the form of DDG (kcal/mol)
	Amino acid
	mCSM
	Mupro
	DYNAMUT
	I-Mutant
	DUET

	V114G
	-2.352
	-2.21325
	-2.05
	-3.62
	-2.899

	C189R
	-1.938
	-0.89414
	-1.16
	0.19
	-1.845

	C189Y
	-1.528
	-0.63414
	-0.47
	0.99
	-1.678

	W608R
	-1.62
	-1.04005
	-1.66
	-1.4
	-1.286



