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Figure S1. A) Frequency of k values. B) Correlation between logl0(k) and log10(p(k)) by
selecting power = 3. C) selection of soft threshold (power). D) Tendency of mean connectivity

decreased by soft threshold.
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Figure S2. A) Gene dendrogram and module colors. B) Hierarchical clustering tree based on
the Topological Overlap Measure. C) Correlation between modules based on eigengene

adjacency.



30 4
n=1073 n = 1586

o .
=2 R °
S 20 -
o .o . !
= 8 o
&
w
=}
2
S
=R
(=]
©
1

0

log2FC (TNBC vs. normal)

C

Antigen processing and presentation
Rheumatoid arthritis -

Systemic lupus erythematosus
Autoimmune thyroid disease 4
Inflammatory bowel disease

Th17 cell differentiation -

Type | diabetes mellitus

Allograft rejection -

Graft-versus-host disease 4

Th1 and Th2 cell differentiation

L Lo |
10

10.01
n=325 n =289
g 75 : 5 ‘
2 [ N .
> .
o
o
(]
Qo
v
=
he]
8
(e ]
Al
fe)]
9
I

log2 FC (TNBC vs. nen-TNBC)

Ras signaling pathway
Apelin signaling pathway
MAPK signaling pathway

Alanine, aspartate and glutamate metabolism

Mucin type O-glycan biosynthesis
Hippo signaling pathway
Butanoate metabolism

Motor proteins

TGF-beta signaling pathway

Nitrogen metabolism
I T T 1

0 5 0 1 2 3
-log10 adjusted P value -log10adjusted P vale
E CLIC3 PAQRS5

oy =y
Z 31 31
2o @
8] °]
g <] < |
g o o
Sl pe0osas o] p=00889

= < |

o T T T T T © T T T T T

0 2000 4000 60CO 8000 0 2000 4000 6000 8000 low
SH2B2 LYPD®6 —— high

< ] <
2 @ | @ |
= O o
L
©
la el ©
o S
o
T T = |
z o S
=
@ oS4 p=0.1681 a1  p=0.8768

< =

=] T T T T T =] T T T T T

0 2000 4000 6000 8000 0 2000 4000 6000 8000

Time (days)

Time (days)

Figure S3. A) Volcano plot displayed differentially expressed genes between TNBC and normal
samples. B) Volcano plot displayed differentially expressed genes between TNBC and non-
TNBC samples. C) Enrichment analysis of genes exclusively upregulated in TNBC. D)

Enrichment analysis of genes exclusively downregulated in TNBC. E) The correlation of four



genes with prognosis in non-TNBC.
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Figure S4. A) Immunohistochemical analysis for CLIC3 in non-TNBC. B)

Immunohistochemical analysis for CLIC3 in TNBC.



