	Category
	Metric
	Value

	Single-Cell RNA-seq
	Dataset Source
	GSE135045

	
	Number of Patients/Samples
	7

	
	Total Cells (post-QC)
	24918

	
	Cells per Type:
	

	
	High-LAC-Maligant_cell
	8653

	
	Low-LAC-Maligant_cell
	5944

	
	Macrophage
	6198

	
	Monocyte
	1800

	
	Microglia
	1107

	
	T_cell
	402

	
	Pericyte
	297

	
	Endothelial_cell
	253

	
	Neuronal_cell
	127

	
	Oligodendrocyte
	98

	
	Astrocyte
	39

	Spatial Transcriptomics
	Dataset Source
	GBM1-5

	
	Number of Patients/Samples
	1

	
	Total Spots (on-tissue, post-QC)
	4691


[bookmark: _GoBack]Supplementary Table 2 Summary of single-cell and spatial transcriptomics datasets used in this study.
