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Medical Ethics Review Form of the First Affiliated
Hospital of University of South China

Approval Number: 2025LL0701001

Project Name: Single-cell hdWGCNA and experimental validation identify an
innovative T-cell-associated prognostic model and immune microenvironment

in lung adenocarcinoma with lymph node metastasis

Project Leader: Wu Sixuan Title: Attending Physician

Affiliation: The First Affiliated Hospital of University of South China

Request for Review Type: & Application for Project [ Approval of Project

[ JExtension of Project []Assignment of Project

Research Project Category: Self-Selected

Submitted for Review Materials:

AExperiment Method (Version Number/Date): 1.0 version []Informed Consent
Form [JOther Materials

Summary of Medical Research Involving Humans or Animals and

Research Plan

This study is a retrospective cohort study aimed at utilizing single-cell RNA
sequencing data of metastatic intrathoracic lymph nodes from LUAD patients in the GEO
database to reveal the heterogeneity of tumor cells and immune microenvironment
characteristics. A prognostic model was constructed using high-dimensional weighted gene
co-expression network analysis (hdWGCNA), differential expression analysis, and
Cox/LASSO regression. The expression patterns of CD69, GOLGAS8A, and IL16 genes in
patient tissues were validated through immunohistochemistry (IHC) and
immunofluorescence (IF) analysis, and their relationship with the immune

microenvironment, tumor mutational burden, and immune treatment response was




evaluated.
Project Leader (Signature): Sixuan Wu

July 1, 2025

Ethics Committee Review Opinion

Upon review, the project titled "Single-cell hdWGCNA Integrated Bioinformatics

Analysis: "Single-cell hdWGCNA and experimental validation identify an innovative

T-cell-associated  prognostic  model and immune microenvironment in lung

adenocarcinoma with lymph node metastasis" will use clinical tissue samples from lung

adenocarcinoma patients for molecular mechanism research. After evaluation by the

hospital's ethics committee, this project complies with relevant medical ethics, informed

consent, and other regulations and requirements. The research is approved to proceed.
July 1, 2025




