Table S2. Associations of DNMT3A SNPs with breast cancer utilizing population stratification
	Race
	 rs Number
	Alleles
(Major/Minor)
	 Model
	Crude OR [95% CI]
	Adjusted OR [95% CI]

	White
	rs2304429
	T/C
	Recessive
	1.04 [0.83, 1.31]
	1.06 [0.84, 1.33]

	
	rs12991495
	T/C
	Dominant
	0.89 [0.75, 1.07]
	0.88 [0.74, 1.05]

	
	rs7605753
	G/A
	Recessive
	1.27 [1.03, 1.57]
	1.30 [1.05, 1.61]

	
	rs11892646
	C/T
	Dominant
	1.16 [0.94, 1.44]
	1.16 [0.94, 1.44]

	
	rs7575625
	A/G
	Recessive
	0.88 [0.70, 1.10]
	0.87 [0.70, 1.10]

	
	rs10196635
	A/T
	Additive
	1.08 [0.88, 1.34]
	1.08 [0.87, 1.34]

	Black
	rs2304429
	T/C
	Dominant
	0.91 [0.57, 1.45]
	0.89 [0.55, 1.44]

	
	rs12991495
	T/C
	Dominant
	0.75 [0.44, 1.28]
	0.86 [0.49, 1.50]

	
	rs7605753
	G/A
	Recessive
	1.18 [0.57, 2.44]
	1.34 [0.63, 2.87]

	
	rs11892646
	C/T
	Dominant
	0.74 [0.47, 1.17]
	0.72 [0.45, 1.16]

	
	rs7575625
	A/G
	Recessive
	0.76 [0.43, 1.37]
	0.71 [0.39, 1.30]

	
	rs10196635
	A/T
	Additive
	1.56 [0.87, 2.80]
	1.52 [0.83, 2.78]




