Supplementary Fig.1 Survival Curves Showing the Relationship Between Hub Genes and Overall Survival. a) BLOC1S2 (p=0.008192, <0.01); b) CIB1 (p=0.04835, <0.05); c) CREB3L1 (p=0.001558, <0.01); d) IL6R (p=0.001546, <0.01); e) TGFB2 (p=0.0691,>0.05); f) TNFRSF10C (p=0.1223,>0.05).
Supplementary Fig.2 Analysis of Immune Checkpoints and TME Scores. a-l) Relationship between risk score and immune checkpoint expression. m) Correlation analysis of immune checkpoint expression. n) Violin plots showing differences in Stromal Score, Immune Score, and ESTIMATE Score between risk groups.
[bookmark: _GoBack]Supplementary Fig.3 Identification of Potential Therapeutic Drugs. Susceptibility analysis for drugs a) ABT737, b) Axitinib, c) AZD8055, d) AZD8186, e) BI-2536, f) BMS-754807, g) Cisplatin, h) GDC0810, i) I-BRD9, j) JQ1, k) Lapatinib, l) Linsitinib, m) MIRA-1, n) Navitoclax, o) Olaparib, p) PD0325901, q) PF-4708671, r) Ribociclib, s) SB216763, t) SB505124, u) SCH772984, v) Selumetinib, w) Sinularin, x) Telomerase Inhibitor IX, y) Trametinib, z) Ulixertinib, β) UMI-77, γ) Uprosertib and δ) WEHI-539 in high- and low-risk group.
