Supplementary Table 1. The primers and siRNA sequences used in the article.

siRNA sense (5'-3") antisense (5'-3')

siSLC9A3- AUGUUUUUUAUAAUAAAA CUAUGUUUUAUUAUAAAA
AS1 CAUAGTT AACAUTT

Primer sense (5'-3") antisense (5'-3')

LncRNA CGAGAGAGGGCAGCGGCT TAACTTTCCAAGGCACCCA
SLCY9A3-AS1 AGT GCA

GAPDH ACCCCTTCATTGACCTCAA TGAGTCCTTCCACGATACC

CT AA

The content of the above table includes the primer sequences and interference

sequences used in this study.

Supplementary Table 2. Risk score coefficient

id
SLCY9A3-AS1
AC105219.1
AC022211.3

coef HR
0.752024938
0.524358997

0.966900266 9.211307701

2.503065072
2.200146789 1.429582198

HR.95L HR.95H

1.747802002 3.584693659
3.38605636

3.093134129 27.43113813

pvalue
5.53E-07
0.000337572
6.66E-05

The table above contains the corresponding factors of the models generated in this

study, along with their risk score coefficients, HR values, significance levels, and other

relevant data.



