	Supplementary Table S3. Studies included in each quantitative synthesis

	Study
	Overall recurrence primary analysis
	Overall recurrence sensitivity analysis including Liu et al. [23]
	Locoregional recurrence primary analysis
	Locoregional recurrence sensitivity analysis including Liu et al. [23]
	Distant recurrence/metastasis primary analysis
	Distant recurrence/metastasis sensitivity analysis including Liu et al. [23]
	DFS/RFS meta-analysis
	OS meta-analysis
	Recurrence data type used
	Survival estimate type used
	Reason for inclusion/exclusion in quantitative synthesis

	Chen et al. [17]
	No
	No
	No
	No
	No
	No
	No
	No
	Not used for recurrence synthesis
	Not used for survival synthesis
	[bookmark: _GoBack]Qualitative synthesis only; no directly extractable endpoint-aligned recurrence event counts or HRs were available.

	Deng et al. [18]
	No
	No
	No
	No
	No
	No
	No
	No
	Not used for recurrence synthesis
	Not used for survival synthesis
	Qualitative synthesis only; DFS and OS were reported as time-point estimates without directly extractable HRs for the current meta-analysis.

	Duan et al. [19]
	Yes
	No
	Yes
	No
	Yes
	No
	No
	No
	PSM cohort event counts
	Not used for survival synthesis
	Included in the primary analyses of overall, locoregional, and distant recurrence/metastasis using PSM event counts.

	Guo et al. [11]
	Yes
	No
	Yes
	No
	Yes
	No
	Yes
	Yes
	PSM cohort event counts
	PSM cohort; HRs directly reported
	Included in the primary recurrence analyses and in the DFS/RFS and OS meta-analyses using PSM event counts and directly reported HRs.

	Jiang et al. [20]
	No
	No
	No
	No
	No
	No
	Yes
	Yes
	Not used for recurrence synthesis
	PSM cohort; HRs directly reported
	Included in the DFS/RFS and OS meta-analyses because directly extractable HRs were available from the PSM cohort.

	Lin et al. [21]
	No
	No
	Yes
	No
	Yes
	No
	Yes
	Yes
	Original cohort crude event counts
	Original cohort; multivariable Cox HRs
	Excluded from the overall-recurrence analysis because no directly reported recurrence-only count was available; retained in the locoregional- and distant-recurrence analyses using directly reported site-specific events and in the survival analyses using reported HRs.

	Lin et al. [22]
	Yes
	No
	Yes
	No
	Yes
	No
	No
	No
	PSM cohort event counts
	Not used for survival synthesis
	Included in the primary analyses of overall, locoregional, and distant recurrence/metastasis using PSM event counts.

	Liu et al. [23]
	No
	Yes
	No
	Yes
	No
	Yes
	No
	Yes
	Original cohort crude recurrence data; IPTW-adjusted OS
	Original cohort; IPTW-adjusted OS HR
	Included only in recurrence sensitivity analyses because only crude recurrence event counts were available; included in the OS meta-analysis using the IPTW-adjusted HR.

	Shao et al. [24]
	No
	No
	No
	No
	No
	No
	No
	Yes
	Not used for recurrence synthesis
	PSM cohort; OS HR
	Included in the OS meta-analysis because an extractable HR from the PSM cohort was available.

	Shi et al. [25]
	No
	No
	No
	No
	No
	No
	Yes
	No
	Not used for recurrence synthesis
	PSM cohort; DFS HR
	Included in the DFS/RFS meta-analysis because an extractable HR from the PSM cohort was available.

	Wang et al. [26]
	No
	No
	No
	No
	No
	No
	No
	No
	PSM cohort time-point recurrence rates; no direct event counts
	Not used for survival synthesis
	Qualitative synthesis only; recurrence was reported as time-point rates without directly extractable endpoint-aligned event counts, and no HR was used in the current survival meta-analysis.

	Wang et al. [27]
	Yes
	No
	No
	No
	No
	No
	No
	Yes
	Original cohort crude event counts for overall recurrence only
	Original cohort; OS HR from Cox/log-rank survival reporting as extracted
	Included in the primary overall-recurrence analysis and OS meta-analysis; site-specific locoregional and distant recurrence counts were not separately extractable.

	Wang et al. [28]
	No
	No
	No
	No
	No
	No
	No
	No
	Not used for recurrence synthesis
	Not used for survival synthesis
	Qualitative synthesis only; no directly extractable recurrence event counts or HRs were available for the current quantitative analyses.

	Xiao et al. [13]
	Yes
	No
	Yes
	No
	Yes
	No
	Yes
	Yes
	PSM cohort event counts
	PSM cohort; HRs directly reported
	Included in all three primary recurrence analyses and in the DFS/RFS and OS meta-analyses using PSM event counts and directly reported HRs.

	Yang et al. [29]
	No
	No
	No
	No
	No
	No
	Yes
	Yes
	Recurrence percentages only; not used in recurrence synthesis
	PSM cohort; DFS/RFS and OS HRs
	Included in the DFS/RFS and OS meta-analyses using matched or adjusted HRs; recurrence percentages were not used in event-count analyses.

	Yu et al. [12]
	No
	No
	No
	No
	No
	No
	Yes
	Yes
	Not used for recurrence synthesis
	Original cohort; IPTW-adjusted HRs
	Included in the DFS/RFS and OS meta-analyses using IPTW-adjusted HRs.

	Zhang et al. [30]
	No
	No
	No
	No
	No
	No
	No
	No
	Not used for recurrence synthesis
	Not used for survival synthesis
	Qualitative synthesis only; no directly extractable endpoint-aligned recurrence event counts or HRs were available.

	Zhao et al. [31]
	No
	No
	Yes
	No
	Yes
	No
	No
	No
	PSM cohort event counts; failure-pattern data
	Not used for survival synthesis
	Included in the primary locoregional and distant recurrence/metastasis analyses using PSM failure-pattern event counts.

	Zhuang et al. [32]
	No
	No
	No
	No
	No
	No
	Yes
	Yes
	Not used for recurrence synthesis
	Original cohort; extractable survival HRs
	Included in the DFS/RFS and OS meta-analyses using extractable survival HRs.

	Zou et al. [33]
	No
	No
	No
	No
	No
	No
	No
	No
	Not used for recurrence synthesis
	Not used for survival synthesis
	Qualitative synthesis only; no directly extractable recurrence event counts or NCIT-versus-NCRT HRs were available.

	Footnote: Primary recurrence analyses used directly extractable, endpoint-aligned event counts. Liu et al. [23] was used only in recurrence sensitivity analyses. Xiao et al. [13] contributed local recurrence as the closest locoregional endpoint, Zhao et al. [31] failure-pattern locoregional events, and Wang X et al. [27] overall recurrence only. Survival analyses prioritized adjusted or matched HRs with 95% CIs. Follow-up-imbalance analyses are described in the main text.



