	Accession
	Gene name
	Sequence length
	Description
	p value 

	Downregulated proteins

	P10809
	HSPD1
	573
	60 kDa heat shock protein, mitochondrial 
	0.0131 

	P25705
	ATP5F1A
	553
	ATP synthase subunit alpha, mitochondrial 
	0.0097 

	P06576
	ATP5F1B
	529
	ATP synthase subunit beta, mitochondrial 
	0.0460 

	O95994
	AGR2
	175
	Anterior gradient protein 2 homolog 
	0.0244 

	P40926
	MDH2
	338
	Malate dehydrogenase, mitochondrial 
	0.0206 

	P61604
	HSPE1
	102
	10 kDa heat shock protein, mitochondrial 
	0.0309 

	P99999
	CYCS
	105
	Cytochrome c 
	0.0112 

	P08133
	ANXA6
	673
	Annexin A6 
	0.0086 

	P30048
	PRDX3
	256
	Thioredoxin-dependent peroxide reductase, mitochondrial 
	0.0136 

	P01704
	IGLV2-14
	120
	Immunoglobulin lambda variable 2-14 
	0.0420 

	Q9P2T1
	GMPR2
	348
	GMP reductase 2 
	0.0223 

	Q9Y2Q3
	GSTK1
	226
	Glutathione S-transferase kappa 1 
	0.0346 

	Q9BS26
	ERP44
	406
	Endoplasmic reticulum resident protein 44 
	0.0070 

	P13987
	CD59
	128
	CD59 glycoprotein 
	0.0176 

	P13667
	PDIA4
	645
	Protein disulfide-isomerase A4 
	0.0394 

	Q14019
	COTL1
	142
	Coactosin-like protein 
	0.0322 

	Q12979
	ABR
	859
	Active breakpoint cluster region-related protein 
	0.0050 

	Q5VZK9
	CARMIL1
	1371
	F-actin-uncapping protein LRRC16A 
	0.0492 

	Q9H0E2
	TOLLIP
	274
	Toll-interacting protein 
	0.0342 

	Q15084
	PDIA6
	440
	Protein disulfide-isomerase A6 
	0.0371 

	O15400
	STX7
	261
	Syntaxin-7 
	0.0111 

	Q9P2E9
	RRBP1
	1410
	Ribosome-binding protein 1 
	0.0217 

	P20700
	LMNB1
	586
	Lamin-B1 
	0.0430 

	Q9BVK6
	TMED9
	235
	Transmembrane emp24 domain-containing protein 9 
	0.0414 

	P05109
	S100A8
	93
	Protein S100-A8 
	0.0035 

	P06702
	S100A9
	114
	Protein S100-A9 
	0.0178 

	Q9UQB8
	BAIAP2
	552
	Brain-specific angiogenesis inhibitor 1-associated protein 2 
	0.0222 

	Upregulated proteins

	P14868
	DARS1
	501
	Aspartate--tRNA ligase, cytoplasmic 
	0.0340 

	P09211
	GSTP1
	210
	Glutathione S-transferase P 
	0.0312 

	Q9HC38
	GLOD4
	313
	Glyoxalase domain-containing protein 4 
	0.0292 

	Q15208
	STK38
	465
	Serine/threonine-protein kinase 38 
	0.0146 

	P00352
	ALDH1A1
	501
	Retinal dehydrogenase 1 
	0.0454 

	P0DMV9
	HSPA1B
	641
	Heat shock 70 kDa protein 1B 
	0.0390 

	O00244
	ATOX1
	68
	Copper transport protein ATOX1
	0.0487 

	O94973
	AP2A2
	939
	AP-2 complex subunit alpha-2 
	0.0277 

	P15313
	ATP6V1B1
	513
	V-type proton ATPase subunit B, kidney isoform 
	0.0130 

	Q9ULZ3
	PYCARD
	195
	Apoptosis-associated speck-like protein containing a CARD 
	0.0144 

	Q04828
	AKR1C1
	323
	Aldo-keto reductase family 1 member C1 
	0.0489 

	P11766
	ADH5
	374
	Alcohol dehydrogenase class-3 
	0.0013 

	P62328
	TMSB4X
	44
	Thymosin beta-4 
	0.0130 

	Q8N9L9
	ACOT4
	421
	Peroxisomal succinyl-coenzyme A thioesterase 
	0.0192 

	Q00796
	SORD
	357
	Sorbitol dehydrogenase 
	0.0197 

	P01008
	SERPINC1
	464
	Antithrombin-III 
	0.0434 

	O96033
	MOCS2
	88
	Molybdopterin synthase sulfur carrier subunit 
	0.0467 

	P19652
	ORM2
	201
	Alpha-1-acid glycoprotein 2 
	0.0323 

	O00757
	FBP2
	339
	Fructose-1,6-bisphosphatase isozyme 2 
	0.0334 

	P02763
	ORM1
	201
	Alpha-1-acid glycoprotein 1 
	0.0190 

	Q13526
	PIN1
	163
	Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1 
	0.0298 

	P80217
	IFI35
	286
	Interferon-induced 35 kDa protein 
	0.0349 

	P01860
	IGHG3
	377
	Immunoglobulin heavy constant gamma 3 
	0.0314 

	P02787
	TF
	698
	Serotransferrin 
	0.0410 

	Q01130
	SRSF2
	221
	Serine/arginine-rich splicing factor 2 
	0.0115 

	P02768
	ALB
	609
	Albumin 
	0.0090 

	Q96HN2
	AHCYL2
	611
	Adenosylhomocysteinase 3 
	0.0147 

	Q96PD5
	PGLYRP2
	576
	N-acetylmuramoyl-L-alanine amidase 
	0.0429 

	P02774
	GC
	474
	Vitamin D-binding protein 
	0.0306 

	Q08752
	PPID
	370
	Peptidyl-prolyl cis-trans isomerase D 
	0.0355 

	P00746
	CFD
	253
	Complement factor D 
	0.0206 

	P05452
	CLEC3B
	202
	Tetranectin 
	0.0234 

	P01857
	IGHG1
	330
	Immunoglobulin heavy constant gamma 1 
	0.0147 

	O95445
	APOM
	188
	Apolipoprotein M 
	0.0370 

	Q13867
	BLMH
	455
	Bleomycin hydrolase 
	0.0095 

	P01709
	IGLV2-8
	118
	Immunoglobulin lambda variable 2-8 
	0.0102 

	Q8N0W3
	FCSK
	1084
	L-fucose kinase 
	0.0059 

	O75084
	FZD7
	574
	Frizzled-7 
	0.0025 

	O43598
	DNPH1
	174
	2'-deoxynucleoside 5'-phosphate N-hydrolase 1 
	0.0125 

	P01042
	KNG1
	644
	Kininogen-1 
	0.0024 

	P17812
	CTPS1
	591
	CTP synthase 1 
	0.0274 

	P00734
	F2
	622
	Prothrombin 
	0.0478 

	Q96NY7
	CLIC6
	704
	Chloride intracellular channel protein 6 
	0.0081 

	P02790
	HPX
	462
	Hemopexin 
	0.0035 

	P02766
	TTR
	147
	Transthyretin 
	0.0272 

	Q14624
	ITIH4
	930
	Ic4 
	0.0230 

	P04217
	A1BG
	495
	Alpha-1B-glycoprotein 
	0.0060 

	Q96L50
	LRR1
	414
	Leucine-rich repeat protein 1 
	0.0449 

	Q9H008
	LHPP
	270
	Phospholysine phosphohistidine inorganic pyrophosphate phosphatase 
	0.0370 













Supplementary Table 1. The differentially expressed proteins in high myopia and control.


