Supplement Table 1 Sequencing data of the patient

	Item 
	Description

	Project name
	Trios‐based whole exome sequencing V4

	Capture probe
	GenCap ® whole exome gene capture probe V4.0 (MyGenostics, Beijing, China)

	Targeted region
	Each exon (excluding non-coding regions such as promoters), as well as point mutations and small deletion insertion mutations in the intron of 20 bp adjacent to the exon

	Average sequencing depth
	123.72×

	coverage of target regions (20×)
	96.46%

	Number of total reads
	217

	Number of reads carrying the variant
	93


