Additional Table 3. 81 I'Vs of glycemic control, and their estimates for HbAlc in MAGIC. CHR: chromosome; POS: position;
OA: other allele; EA: effect allele; EAF: effect allele frequency; Mut: mutation type; F: F-statistics; N: number; SE: standard error;

N SNP CHR POS EA OA EAF beta SE  Pvalue ssii:‘ple Region Gene

I rs267738 1 150940625 T G 0.797 0.0109 0.0016 I.14E-11 143769 exonic CERS2

2 17534795 1 155275553 T C 0286 0.01  0.0016 2.13E-09 128610 intergenic PKLR (dist=4324),FDPS(dist=2986)
31857725 1 158607935 T G 0.723 -0.0208 0.0014 543E-55 144996  exonic SPTAI

4 157547793 1 203653544 A C 012 -0.0118 0.0021 6.61E-09 128610 intronic ATP2B4

5 1s340882 1 214145731 C G 042 -0.0084 0.0013 148E-10 146806 ncRNA intronic PROX1-ASI

6 12375278 1 25529038 A G 0.176 0.0112 0.0017 1.05E-11 140391 intergenic MIR4425(dist=178961),SYF2(dist=19729)
7 1s1175549 1 3691727 A C 0.786 0.0098 0.0015 7.13E-13 143770  intronic SMIMI

8 13560887 2 169763148 T C 0306 -0.0307 0.0014 5.55B-122 145580 intronic G6PC2

9 1513389076 2 169789512 A G 0.034 0.0332 0.0038 3.04E-18 146806 intronic ABCBI1

10 1517256082 2 175292364 T C 0.628 -0.0069 0.0013 3.19E-08 144990 intronic SCRN3

11 1513419763 2 219134950 T C 0.588 0.008 0.0014 548E-09 128610 upstream AAMP,PNKD(dist=292)

12 1512612492 2 24093756 T C 0.148 0.0188 0.0019 1.88E-26 143735 intronic ATAD2B

13 151367173 2 43449385 T C 0.106 -0.0152 0.002 1.66E-14 139994 downstream  ZFP36L2(dist=156)

14 1577503991 2 48068647 T C 0.172 0.0088 0.0017 429E-08 128610 intronic FBXOI1

15 1s17037289 2 48587198 A G 0.756 -0.0089 0.0015 2.40E-09 128610 intronic FOXN2

16 1510169706 2 5791194 T C 004 0026 00046 148E-08 853957 ncRNA intronic LINCO1248

17 1512491937 3 12268244 A G 0.5550.009 0.0013 142E-13 146805 intergenic SYN2(dist=34712),PPARG(dist=60623)
18 1511719201 3 123068744 T C 0.182 -0.0129 0.0015 2.43E-18 146806 intronic ADCYS5

19 1s6804915 3 170627909 A C 0.288 -0.0108 0.0014 2.76E-16 146805 intergenic EIF5A2(dist=1483),SLC2A2(dist=86227)
20 154894769 3 171516306 A T 0.413 -0.0073 0.0013 3.61E-09 135808 intronic PLDI

21 1513089972 3 171798694 A T 0.584 0.0111 0.0014 1.87E-15 127524 intronic FNDC3B

22 19818758 3 49382925 A G 0204 0.0131 0.0017 149E-13 143772 intergenic USP4(dist=5439),GPX1(dist=11679)

23 rs6445541 3 52880128 T G 0412 0.0077 0.0014 1.14E-08 132400 intronic STIMATE,STIMATE-MUSTN1

24 1513134327 4 144659795 A G 0331 0.0144 0.0014 2.81E26 143677 intergenic FREM3(dist=37967),LOC105377458(dist=79152)
25 1511729636 4 145171703 T C 0964 0.0263 0.0051 6.10E-10 100435 intergenic GYPA(dist=109832),HHIP-AS 1 (dist=392365)
26 16877043 5 154048367 T C 0.638 0.0085 0.0014 1.99E-10 128609 intergenic MIR3141(dist=72735),LARP1(dist=14172)
27 151948759 5 156442657 A G 0.166 -0.0097 0.0017 2.44E-08 146802 intergenic TIMDA4(dist=52420), HAVCR 1 (dist=13767)
28 19376090 6 135411228 T C 0.728 0.0247 0.0014 190E-62 141587 intergenic HBS1L(dist=35268),MYB(dist=91218)
29 156931514 6 20703952 A G 0.736 -0.0102 0.0014 1.18E-13 146531 intronic CDKALLI

30 1512193223 6 24978511 C G 0.954 0.0201 0.0034 5.87E-09 128111 intronic RIPOR2

31 1575580845 6 25578433 T C 093 0.0203 0.0024 123E20 146804 intronic CARMILI

32 151800562 6 26093141 A G 0.046 -0.0383 0.0027 2.33E-50 146806 exonic HFE

33 1511758702 6 26120085 A C  0.028 -0.0252 0.0045 6.11E-09 146322 intronic H2BC4

34 1513194491 6 27037080 T C 0.07 -0.0243 0.0027 1.20E-19 126685 intergenic LINC00240(dist=45327),H2BC11(dist=63015)
35 1513214703 6 27941387 T C 0921 0.0196 0.0026 249E-15 143745 intergenic OR2B6(dist=15427),0R 1F12(dist=99707)
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