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Supplemental Materials:

Supplemental File 1: Table 1, Counts matrix for all samples. 

Supplemental File 2: Table 2, Transcripts identified as significantly upregulated at or below p = 0.05, 1 day post cercal removal by DESeq2. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 3: Table 3, Transcripts identified as significantly upregulated at or below p = 0.05, 3 days post cercal removal by DESeq2. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 4: Table 4, Transcripts identified as significantly upregulated at or below p = 0.05, 7 days post cercal removal by DESeq2. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 5: Table 5, Transcripts identified as significantly downregulated at or below p = 0.05, 1 day post cercal removal by DESeq2. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 6: Table 6, Transcripts identified as significantly downregulated at or below p = 0.05, 3 days post cercal removal by DESeq2. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 7: Table 7, Transcripts identified as significantly downregulated at or below p = 0.05, 7 days post cercal removal by DESeq2. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 8: Table 8, Transcripts identified as significantly upregulated at or below p = 0.05, 1 day post cercal removal by EdgeR. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 9: Table 9, Transcripts identified as significantly upregulated at or below p = 0.05, 3 days post cercal removal by EdgeR. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 10: Table 10, Transcripts identified as significantly upregulated at or below p = 0.05, 7 days post cercal removal by EdgeR. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 11: Table 11, Transcripts identified as significantly downregulated at or below p = 0.05, 1 day post cercal removal by EdgeR. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 12: Table 12, Transcripts identified as significantly downregulated at or below p = 0.05, 3 days post cercal removal by EdgeR. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 13: Table 13, Transcripts identified as significantly downregulated at or below p = 0.05, 7 days post cercal removal by EdgeR. Column headings are as follows: qaccver (Query accesion.version) saccver (Subject accession.version), qstart (start of alignment in query), qend (end of alignment in query), sstart (start of alignment in subject), send (end of alignment in subject), bitscore, qframe (Query frame), evalue (expect value), sframe (Subject frame), ssciname (Subject Scientific Name), scomname (Subject Common Name), salltitles (All Subject Titles).

Supplemental File 14: Table 14, Blast2GO results for candidates identified as upregulated in the TAG by both EdgeR and DESeq2 1 day after cercal removal.

Supplemental File 15: Table 15, Blast2GO results for candidates identified as upregulated in the TAG by both EdgeR and DESeq2 3 days after cercal removal.

Supplemental File 16: Table 16, Blast2GO results for candidates identified as upregulated in the TAG by both EdgeR and DESeq2 7 days after cercal removal.

Supplemental File 17: Table 14, Blast2GO results for candidates identified as downregulated in the TAG by both EdgeR and DESeq2 1 day after cercal removal.

Supplemental File 18: Table 15, Blast2GO results for candidates identified as downregulated in the TAG by both EdgeR and DESeq2 3 days after cercal removal.

Supplemental File 19: Table 16, Blast2GO results for candidates identified as downregulated in the TAG by both EdgeR and DESeq2 7 days after cercal removal.


Supplemental File 20: Table 20, Swiss-Prot matches for candidates identified as upregulated in the TAG by both EdgeR and DESeq2 1 day after cercal removal.

Supplemental File 21: Table 21, Swiss-Prot matches for candidates identified as upregulated in the TAG by both EdgeR and DESeq2 3 days after cercal removal.

Supplemental File 22: Table 22, Swiss-Prot matches for candidates identified as upregulated in the TAG by both EdgeR and DESeq2 7 days after cercal removal.

Supplemental File 23: Table 23, Swiss-Prot matches for candidates identified as downregulated in the TAG by both EdgeR and DESeq2 1 day after cercal removal.

Supplemental File 24: Table 24, Swiss-Prot matches for candidates identified as downregulated in the TAG by both EdgeR and DESeq2 3 days after cercal removal.

Supplemental File 25: Table 25, Swiss-Prot matches for candidates identified as downregulated in the TAG by both EdgeR and DESeq2 7 days after cercal removal.


