Supplementary Material
Supplementary Table S1. AUC summary and Model testing.
	Model
	AUC
	95% CI Lower
	95% CI Upper
	p-value

	IBI v.s. OA
	
	
	
	

	Model 1a
	0.592
	0.592
	0.592
	0.001

	Model 2a
	0.829
	0.829
	0.829
	0.073

	Model 3a
	0.835
	0.835
	0.835
	0.007

	Model 1b
	0.592
	0.592
	0.592
	0.001

	Model 2b
	0.829
	0.829
	0.829
	0.073

	Model 3b
	0.835
	0.835
	0.835
	0.007

	IBI v.s. OA morstatus
	
	
	
	

	Model 1c
	0.582
	0.557
	0.608
	0.002

	Model 2c
	0.832
	0.813
	0.850
	0.007

	Model 3c
	0.851
	0.834
	0.867
	0.020

	Model 1d
	0.582
	0.557
	0.608
	0.002

	Model 2d
	0.832
	0.813
	0.850
	0.007

	Model 3d
	0.851
	0.834
	0.867
	0.020



[bookmark: _Hlk165970077]Abbreviations: 
Model 1a: OA ~ IBI
Model 2a：OA ~ IBI + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C)
Model 3a：OA ~ IBI + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C) + factor(STROKE) + factor(CVD) + factor(SMOKE) + factor(DM) + factor(HYPERTENSION) + factor(ALCOHOL.USER) + HBA1C + ALT + AST + BUN_MG.DL + TC_MG.DL + HDL_MG.DL
Model 1b：OA ~ factor(IBI.Q4)
Model 2b：OA ~ factor(IBI.Q4.Q4) + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C)
Model 3b:OA ~ factor(IBI.Q4) + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C) + factor(STROKE) + factor(CVD) + factor(SMOKE) + factor(DM) + factor(HYPERTENSION) + factor(ALCOHOL.USER) + HBA1C + ALT + AST + BUN_MG.DL + TC_MG.DL + HDL_MG.DL
Model 1c: OA morstatus ~ IBI
Model 2c：OA morstatus ~ IBI + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C)
Model 3c：OA morstatus ~ IBI + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C) + factor(STROKE) + factor(CVD) + factor(SMOKE) + factor(DM) + factor(HYPERTENSION) + factor(ALCOHOL.USER) + HBA1C + ALT + AST + BUN_MG.DL + TC_MG.DL + HDL_MG.DL
Model 1d：OA morstatus ~ factor(IBI.Q4)
Model 2d：OA morstatus ~ factor(IBI.Q4.Q4) + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C)
Model 3d:  OA morstatus ~ factor(IBI.Q4) + AGE + factor(SEX) + factor(RACE) + factor(EDUCATION) + factor(MARITAL_STATUS) + factor(FAMILY_PIR.C) + factor(BMI_KG.M2.C) + factor(STROKE) + factor(CVD) + factor(SMOKE) + factor(DM) + factor(HYPERTENSION) + factor(ALCOHOL.USER) + HBA1C + ALT + AST + BUN_MG.DL + TC_MG.DL + HDL_MG.DL
ALT, alanine aminotransferase; AST, aspartate aminotransferase; BMI, body mass index; BUN, blood urea nitrogen; CVD, cardiovascular diseases; DM, diabetes mellitus; HbA1c, glycated hemoglobin; HDL, high density lipoprotein cholesterol; OA, osteoarthritis; PIR, poverty income ratio; TC, total cholesterol. AUC, Area Under Curve. CI, Confidence Interval. The model's goodness-of-fit, as evaluated by the Archer-Lemeshow test, indicated that the model fits well.
