Supplementary table 3 Cardiometabolic risk and metabolic syndrome in prostate cancer (PCa) after propensity score matching (PSM)
	Characteristics
	Model 1
	
	Model 2
	
	Model 3

	
	P-value
	OR(95%CI)
	
	P-value
	OR(95%CI)
	
	P-value
	OR(95%CI)

	MetScore (continuous)
	<0.001
	1.030(1.016-1.045)
	
	<0.001
	1.032(1.016-1.047)
	
	<0.001
	1.031(1.014-1.048)

	MetScore (categories)
	0.007
	
	
	0.012
	[bookmark: _GoBack]
	
	0.030
	

	<-8.074
	Reference
	
	Reference
	
	Reference

	-8.074~19.240
	0.006
	1.693(1.160-2.471)
	
	0.009
	1.691(1.139-2.512)
	
	0.068
	1.525(0.969-2.400)

	  >19.240
	0.014
	2.710(1.223-6.006)
	
	0.017
	2.705(1.194-6.129)
	
	0.013
	3.420(1.297-9.017)

	  P for trend
	0.002
	
	
	0.003
	
	
	0.009
	

	Metabolic syndrome
	
	
	
	
	
	
	
	

	  no
	Reference
	
	Reference
	
	Reference

	  yes
	<0.001
	1.800(1.313-2.468)
	
	<0.001
	1.839(1.310-2.582)
	
	0.001
	1.941(1.295-2.909)

	Number of cardiometabolic risk factor clusters
	<0.001
	1.335(1.166-1.529)
	
	<0.001
	1.366(1.178-1.585)
	
	0.001
	1.331(1.118-1.584)


Model 1: did not adjust any covariate
Model 2: adjusted BF%
Model 3: adjusted for BF%, hemoglobin, lactate dehydrogenase, alkaline phosphatase, total cholesterol

