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[bookmark: _Toc167449095][bookmark: _Toc134700875][bookmark: _Toc148981692][bookmark: _Toc215579375]Table S1. Preferred Reporting Items for Systematic Reviews and Meta-analyses (PRISMA) checklist [1].
	Section and topic 
	Item #
	Checklist item 
	Location where item is reported

	Title
	

	Title 
	1
	Identify the report as a systematic review.
	Title

	Abstract
	

	Abstract 
	2
	See the PRISMA 2020 for Abstracts checklist (table 2).
	Abstract section

	Introduction
	

	Rationale 
	3
	Describe the rationale for the review in the context of existing knowledge.
	Background section

	Objectives 
	4
	Provide an explicit statement of the objective(s) or question(s) the review addresses.
	Background section

	Methods
	

	Eligibility criteria
	5
	Specify the inclusion and exclusion criteria for the review and how studies were grouped for the syntheses.
	[bookmark: _Hlk104313718]Methods: Study selection and inclusion and exclusion criteria section

	Information sources
	6
	Specify all databases, registers, websites, organisations, reference lists and other sources searched or consulted to identify studies. Specify the date when each source was last searched or consulted.
	Methods: Data sources and search strategy section; Table S2

	Search strategy
	7
	Present the full search strategies for all databases, registers and websites, including any filters and limits used.
	Table S2

	Selection process
	8
	Specify the methods used to decide whether a study met the inclusion criteria of the review, including how many reviewers screened each record and each report retrieved, whether they worked independently, and if applicable, details of automation tools used in the process.
	Methods: Study selection process and inclusion and exclusion criteria section

	Data collection process
	9
	Specify the methods used to collect data from reports, including how many reviewers collected data from each report, whether they worked independently, any processes for obtaining or confirming data from study investigators, and if applicable, details of automation tools used in the process.
	Methods: Data extraction and synthesis section

	Data items
	10a
	List and define all outcomes for which data were sought. Specify whether all results that were compatible with each outcome domain in each study were sought (e.g., for all measures, time points, analyses), and if not, the methods used to decide which results to collect.
	Methods: Data extraction and synthesis section; Boxes S1 and S2

	
	10b
	List and define all other variables for which data were sought (e.g., participant and intervention characteristics, funding sources). Describe any assumptions made about any missing or unclear information.
	Boxes S1 and S2

	Study risk of bias assessment
	11
	Specify the methods used to assess risk of bias in the included studies, including details of the tool(s) used, how many reviewers assessed each study and whether they worked independently, and if applicable, details of automation tools used in the process.
	Methods: Precision, risk of bias, and publication bias section

	Effect measures
	12
	Specify for each outcome the effect measure(s) (e.g. risk ratio, mean difference) used in the synthesis or presentation of results.
	Methods: Data extraction and synthesis section; Boxes S1 and S2

	Synthesis methods
	13a
	Describe the processes used to decide which studies were eligible for each synthesis (e.g. tabulating the study intervention characteristics and comparing against the planned groups for each synthesis (item #5)).
	Methods: Meta-analyses and Meta-regressions sections; Boxes S1 and S2

	
	13b
	Describe any methods required to prepare the data for presentation or synthesis, such as handling of missing summary statistics, or data conversions.
	Methods: Meta-analyses and Meta-regressions sections; Boxes S1 and S2

	
	13c
	Describe any methods used to tabulate or visually display results of individual studies and syntheses.
	Methods: Meta-analyses and Meta-regressions sections; Boxes S1 and S2

	
	13d
	Describe any methods used to synthesise results and provide a rationale for the choice(s). If meta-analysis was performed, describe the model(s), method(s) to identify the presence and extent of statistical heterogeneity, and software package(s) used.
	Methods: Meta-analyses and Meta-regressions sections; Boxes S1 and S2

	
	13e
	Describe any methods used to explore possible causes of heterogeneity among study results (e.g. subgroup analysis, metaregression).
	Methods: Meta-analyses and Meta-regressions sections; Boxes S1 and S2

	
	13f
	Describe any sensitivity analyses conducted to assess robustness of the synthesised results.
	Methods: Meta-analyses and Meta-regressions sections; Boxes S1 and S2

	Reporting bias assessment
	14
	Describe any methods used to assess risk of bias due to missing results in a synthesis (arising from reporting biases).
	N/A

	Certainty assessment
	15
	Describe any methods used to assess certainty (or confidence) in the body of evidence for an outcome.
	N/A

	Results
	

	Study selection 
	16a
	Describe the results of the search and selection process, from the number of records identified in the search to the number of studies included in the review, ideally using a flow diagram (see fig 1).
	Results: Search results, scope of evidence, and prevalence overview section; Figure 1

	
	16b
	Cite studies that might appear to meet the inclusion criteria, but which were excluded, and explain why they were excluded.
	Figure 1

	Study characteristics 
	17
	Cite each included study and present its characteristics.
	[bookmark: _Hlk105083705]Results: Search results, scope of evidence, and prevalence overview section; Table 2 and Tables S4 and S7

	Risk of bias in studies
	18
	Present assessments of risk of bias for each included study.
	Results: Precision, risk of bias, and publication bias assessments; Tables S5 and S6; Figures S1-S5

	Results of individual studies 
	19
	For all outcomes, present, for each study: (a) summary statistics for each group (where appropriate) and (b) an effect estimate and its precision (e.g. confidence/credible interval), ideally using structured tables or plots.
	Table 2; Table S7; Figures S6-S10 

	Results of syntheses
	20a
	For each synthesis, briefly summarise the characteristics and risk of bias among contributing studies.
	Results: Precision, risk of bias, and publication bias assessments; Tables S5 and S6; Figures S1-S5

	
	20b
	Present results of all statistical syntheses conducted. If meta-analysis was done, present for each the summary estimate and its precision (e.g. confidence/credible interval) and measures of statistical heterogeneity. If comparing groups, describe the direction of the effect.
	Results: Pooled mean estimates of gonorrhea prevalence section; Table 2; Table S7; Figures S6-S10 

	
	20c
	Present results of all investigations of possible causes of heterogeneity among study results.
	Results Predictors of prevalence and sources of between-study heterogeneity section; Tables 3 and 4

	
	20d
	Present results of all sensitivity analyses conducted to assess the robustness of the synthesised results.
	Predictors of prevalence and sources of between-study heterogeneity section; Tables 3 and 4

	Reporting biases
	21
	Present assessments of risk of bias due to missing results (arising from reporting biases) for each synthesis assessed.
	N/A

	Certainty of evidence
	22
	Present assessments of certainty (or confidence) in the body of evidence for each outcome assessed.
	N/A

	Discussion
	

	Discussion
	23a
	Provide a general interpretation of the results in the context of other evidence.
	Discussion section

	
	23b
	Discuss any limitations of the evidence included in the review.
	Discussion section

	
	23c
	Discuss any limitations of the review processes used.
	Discussion section

	
	23d
	Discuss implications of the results for practice, policy, and future research.
	Discussion section

	Other information 
	

	Registration and
protocol
	24a
	Provide registration information for the review, including register name and registration number, or state that the review was not registered.
	N/A

	
	24b
	Indicate where the review protocol can be accessed, or state that a protocol was not prepared.
	N/A

	
	24c
	Describe and explain any amendments to information provided at registration or in the protocol.
	N/A

	Support
	25
	Describe sources of financial or non-financial support for the review, and the role of the funders or sponsors in the review.
	Funding and Acknowledgements

	Competing interests
	26
	Declare any competing interests of review authors.
	Declaration of interests 

	Availability of data, code, and other materials
	27
	Report which of the following are publicly available and where they can be found: template data collection forms; data extracted from included studies; data used for all analyses; analytic code; any other materials used in the review.
	Data sharing statement


Abbreviations: NA, Not applicable.
[bookmark: _Toc134700876][bookmark: _Toc148981693][bookmark: _Toc167449096][bookmark: _Toc215579376]Table S2. Data sources and search strategies used to identify studies reporting Neisseria gonorrhoeae prevalence in Canada.
	PubMed (Last searched: August 7, 2025)

	("Neisseria gonorrhoeae"[Mesh] OR "Gonorrhea"[Mesh] OR "Pelvic Inflammatory Disease"[Mesh] OR "Epididymitis"[Mesh] OR "Orchitis"[Mesh] OR "Neisseria gonorrhoeae"[Text] OR "Gonorrhoeae"[Text] OR "Gonorrhea"[Text] OR "Gonococcus"[Text] OR "Gonococci"[Text] OR "Gonococcal"[Text] OR "Gonococcal infection"[Text] OR "Pelvic inflammatory disease"[Text] OR "Gonococcal epididymitis"[Text] OR "Orchi-epididymitis"[Text] OR "Orchiepididymitis"[Text] OR "seminal vesicle disease"[Text]) AND (Canada[MeSH] OR Canad*[Text] OR Alberta[Text] OR British Columbia[Text] OR Manitoba[Text] OR New Brunswick[Text] OR Newfoundland and Labrador[Text] OR Northwest Territories[Text] OR Nova Scotia[Text] OR Nunavut[Text] OR Ontario[Text] OR Prince Edward Island[Text] OR Quebec[Text] OR Saskatchewan[Text] OR Yukon Territory[Text])

	Embase (Last searched: August 7, 2025)	

	(exp gonorrhea / or exp neisseria gonorrhoeae / or exp epididymitis / or exp orchitis / or exp pelvic inflammatory disease/ or gonorrhea.mp. or neisseria gonorrhoeae.mp. or gonorrhoeae.mp. or gonococcus.mp. or gonococci.mp. or gonococcal.mp. or gonococcal infection.mp. or pelvic inflammatory disease.mp. or gonococcal epididymitis.mp. or orchi-epididymitis.mp. or orchiepididymitis.mp. or seminal vesicle disease.mp. or seminal disease.mp. or seminal vasculitis.mp.) AND (exp Canada/ OR Canad*.mp. OR Alberta.mp. OR British Columbia.mp. OR Manitoba.mp. OR New Brunswick.mp. OR "Newfoundland and Labrador".mp. OR Northwest Territories.mp. OR Nova Scotia.mp. OR Nunavut.mp. OR Ontario.mp. OR Prince Edward Island.mp. OR Quebec.mp. OR Saskatchewan.mp. OR Yukon.mp. )

	Web of Science (Last searched: August 7, 2025)

	((((ALL=(gonorrhoeae)) OR ALL=(gonorrhea)) OR ALL=(Neisseria gonorrhoeae )) OR ALL=(gonococcus)) OR ALL=(gonococcal) and Canada

	SCOPUS (Last searched: August 7, 2025)

	ALL ( gonorrhea ) OR ALL ( neisseria AND gonorrhoeae ) OR ALL ( gonorrhoeae ) OR ALL ( gonococcus ) OR ALL ( gonococcal ) AND ( LIMIT-TO ( AFFILCOUNTRY , "Canada" ) ) 


[bookmark: _Toc34559505][bookmark: _Toc52962531][bookmark: _Toc48728808]
[bookmark: _Toc125614497][bookmark: _Toc134700879][bookmark: _Toc79319672][bookmark: _Toc125614496][bookmark: _Toc134700878][bookmark: _Toc148981695][bookmark: _Toc167449098][bookmark: _Toc215579377]Box S1. Variables extracted from relevant records meeting the inclusion criteria.· Author(s)
· Year of publication
· Full citation
· Country
· City
· Study design
· Sampling methodology
· Year(s) of data collection
· Study site 
· Study population
· Population characteristics (e.g., sex and age)
· Response rate
· Sample size of tested population
· Number of participants positive for Neisseria gonorrhoeae infection
· Reported Neisseria gonorrhoeae prevalence 
· Anatomical site: urogenital (urethral, vaginal, endocervical, urine, and semen), anorectal, oropharyngeal, serum, and unclear
· [bookmark: _Hlk133482546]Type of assay used for infection ascertainment: nucleic acid amplification test/polymerase chain reaction, culture, gram stain, blood tested for antibodies, and unclear




[bookmark: _Toc211700162][bookmark: _Toc215579378]Table S3. Range of quality assessment components relevant to prevalence studies and their applicability to the methods of this systematic review and the included studies reporting Neisseria gonorrhoeae prevalence in Canada.
	[bookmark: _Toc159869734][bookmark: _Toc166761644][bookmark: _Toc166073107]Risk of bias tool from Hoy, 2012 [2]
	Risk of bias tool from Munn, 2015 [3]
	Risk of bias assessment of included studies

	Was the study’s target population a close representation of the national population in relation to relevant variables?
	Were study participants sampled in an appropriate way?
	Met in the study design of this systematic review. The systematic review investigated prevalence in all population groups. The meta-regression analyses explored the impact of population type on observed prevalence. The sampling method was one of the investigated risk of bias domains.

	Was the sampling frame a true or close representation of the target population?
	Was the sample frame appropriate to address the target population?
	Met in the study design of this systematic review. Included as the probability-based versus non-probability-based sampling risk of bias domain. The meta-regression analyses also explored the impact of sampling method on observed prevalence.

	Was some form of random selection used to select the sample, OR was a census undertaken?
	 
	Met in the study design of this systematic review. Included as the probability-based versus non-probability-based sampling risk of bias domain. The meta-regression analyses also explored the impact of sampling method on observed prevalence.

	Was the likelihood of nonresponse bias minimal?
	Was the response rate adequate, and if not, was the low response rate managed appropriately?
	Met in the study design of this systematic review. Included as the response rate risk of bias domain. The meta-regression analyses also explored the impact of response rate on observed prevalence.

	Were data collected directly from the subjects (as opposed to a proxy)?
	 
	Met in the study design of this systematic review. The inclusion criteria specified that only studies based on biomarkers collected directly from individuals are included in this systematic review.

	Was an acceptable case definition used in the study?
	Were valid methods used for the identification of the condition?
	Met in the study design of this systematic review. A standardized and consistent case definition was used, that of NG infection diagnosed through laboratory methods.

	Was the study instrument that measured the parameter of interest shown to have validity and reliability?
	Was the condition measured in a standard, reliable way for all participants?
	Met in the study design of this systematic review. The laboratory methods utilized in the included studies are generally well-established, with acceptable levels of specificity and sensitivity and are widely employed in both research and clinical settings. Importantly, the meta-regression analyses examined the effect of assay type on the observed prevalence

	Was the same mode of data collection used for all subjects?
	 
	Met in the study design of this systematic review. It is standard for STI studies involving biomarkers, by design, to use a consistent mode of data collection from all subjects recruited for a study, including specimen type and assay type.

	Was the length of the shortest prevalence period for the parameter of interest appropriate?
	
	Met in the study design of this systematic review. Included studies reported point prevalence measures, that is, prevalence based on a cross-sectional survey at a specific and appropriately relevant time interval.

	Were the numerator(s) and denominator(s) for the parameter of interest appropriate?
	Was there appropriate statistical analysis?
	Met in the study design of this systematic review. The numerator and denominator were defined with no ambiguity: number of positive NG cases over total number of tested subjects.

	
	Was the data analysis conducted with sufficient coverage of the identified sample?
	Met in the study design of this systematic review. It is standard practice in such STI studies for data analysis to be conducted on the full reported and tested sample.

	 
	Was the sample size adequate?
	Met in the study design of this systematic review. Included as the precision assessment of the sample size. Importantly, the meta-regression analyses explored the impact of sample size on observed prevalence.

	 
	Were the study subjects and the setting described in detail?
	Met in the study design of this systematic review. For all included studies, the population type of study subjects and the study site were available and extracted. Populations were classified according to this systematic review definitions of study populations.


Abbreviations: NG, Neisseria gonorrhoeae; STI, Sexually transmitted infection.



[bookmark: _Toc134700881][bookmark: _Toc148981697][bookmark: _Toc167449099]
[bookmark: _Toc215579379]Box S2. Factors (variables) selected a priori and included in the univariable and multivariable meta-regression analyses.
	1- Population type as defined in Table 1
2- Sex
3- Age groups classified to best fit reported data as: 
· <20 years old
· 20-29 years old
· 30-39 years old
· ≥40 years old
· Mixed ages
4- Assay type:
· NAAT/PCR
· Culture
· Gram stain
· Other
5- Sample size:
· <200
· ≥200
6- Sampling method:
· Probability-based sampling*
· Non-probability-based sampling†
7- Response rate:
· ≥80%
· <80%
· Unclear
8- Year of publication category:
· <2005
· 2005-2014
· ≥2015
9- Year of publication as a continuous linear term
10- Year of data collection category§
· <2000
· 2000-2009
· ≥2010
11- Year of data collection as a linear term


Abbreviations: NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.
‎* Probability-based sampling, as reported in the reviewed publications, includes random sampling and respondent-driven sampling.‎
‎† Non-probability sampling, as reported in the reviewed publications, includes convenience sampling and snowball sampling.‎
§ The categories were defined based on the observed median interval of 3.5 years between the year of data collection and the year of publication, which was rounded to 5 years to create a standardized 5-year bracket.
[bookmark: _Toc134700884][bookmark: _Toc148981700][bookmark: _Toc167449102]

[bookmark: _Toc215579380]Table S4. List of publications meeting the inclusion criteria of this systematic review, from which Neisseria gonorrhoeae prevalence measures were extracted.
	1.	Ablona A, Grennan T, Hart T, Shoveller J, Cox J, Ogilvie G, Krajden M, Fairley C, Haag D, Gilbert M: The impact of including throat and rectal swabs for chlamydia and gonorrhea testing online in British Columbia, Canada. Sexually Transmitted Infections 2019, 95(Supplement 1):A277.
2.	Aggarwal A, Spitzer RF, Caccia N, Stephens D, Johnstone J, Allen L: Repeat Screening for Sexually Transmitted Infection in Adolescent Obstetric Patients. Journal of Obstetrics and Gynaecology Canada 2010, 32(10):956-961.
3.	Al-Bargash D, Shahinc R, Stuart R: The recent emergence of lymphogranuloma venereum reports among men in toronto: A descriptive study of cases reported between january 1 2014 and december 30 2017. Sexually Transmitted Diseases 2018, 45(Supplement 2):S96.
4.	Allard R, Robert J, Turgeon P, Lepage Y: Predictors of asymptomatic gonorrhea among patients seen by private practitioners. Cmaj 1985, 133(11):1135-1139, 1146.
5.	Anand CM, Gubash SM: Evaluation of the GO Slide (Roche) growth transport system for isolation of Neisseria gonorrhoeae from clinical specimens. Journal of Clinical Microbiology 1986, 24(1):96-98.
6.	Arias M, Jang D, Gilchrist J, Luinstra K, Li J, Smieja M, Chernesky MA: Ease, Comfort, and Performance of the HerSwab Vaginal Self-Sampling Device for the Detection of Chlamydia trachomatis and Neisseria gonorrhoeae. Sexually Transmitted Diseases 2016, 43(2):125-129.
7.	Atwood CV, Fang L, Demers A, Gratrix J, Rossi M, Taylor D, Wright J, Wong T, Jayaraman G: Co-infection with sexually transmitted infections among Canadian street-involved youth 2001-2006. Sexually Transmitted Infections 2011, 1):A29-A30.
8.	Bazin S, Bouchard C, Brisson J, Morin C, Meisels A, Fortier M: Vulvar vestibulitis syndrome: An exploratory case-control study. Obstet Gynecol 1994, 83(1):47-50.
9.	Bowie WR, Borrie-Hume CJ, Manzon LM, Fawcett A, Percival-Smith RK, Jones HD: Prevalence of Chlamydia trachomatis and Neisseria gonorrhoeae in two different populations of women. Can Med Assoc J 1981a, 124(11):1477-1479.
10.	Bowie WR, Jones H: Acute pelvic inflammatory disease in outpatients: association with Chlamydia trachomatis and Neisseria gonorrhoeae. Ann Intern Med 1981b, 95(6):685-688.
11.	Bowie WR, Willetts V, Binns BA, Brunham RC: Etiology of cervicitis and treatment with minocycline. Can J Infect Dis 1993, 4(2):95-100.
12.	Brodeur BR, Ashton FE, Diena BB: Enzyme-linked immunosorbent assay with polyvalent gonococcal antigen. J Med Microbiol 1982, 15(1):1-9.
13.	Brunham RC, Binns B, Guijon F, Danforth D, Kosseim ML, Rand F, McDowell J, Rayner E: Etiology and outcome of acute pelvic inflammatory disease. J Infect Dis 1988, 158(3):510-517.
14.	Brunham RC, Peeling R, Maclean I, Kosseim ML, Paraskevas M: Chlamydia trachomatis-associated ectopic pregnancy: Serologic and histologic correlates. J Infect Dis 1992, 165(6):1076-1081.
15.	Burchell AN, Grewal R, Allen VG, Gardner SL, Moravan V, Bayoumi AM, Kaul R, McGee F, Millson ME, Remis RS et al: Modest rise in chlamydia and gonorrhoea testing did not increase case detection in a clinical HIV Cohort in Ontario, Canada. Sexually Transmitted Infections 2014, 90(8):608-614.
16.	Bush KR, Henderson EA, Dunn J, Read RR, Singh A: Mapping the core: Chlamydia and gonorrhea infections in Calgary, Alberta. Sexually Transmitted Diseases 2008, 35(3):291-297.
17.	Caffaro Rouget A, Mah JK, Lang RA, Joffres MR: Prevalence of sexually transmitted diseases in juvenile prostitutes and street youth. Canadian Journal of Infectious Diseases 1994, 5(1):21-27.
18.	Caloenescu M, Larose G, Birry A, Roy J, Kasatiya SS: Genital infection in juvenile delinquent females. Br J Vener Dis 1973, 49(1):72-77.
19.	Candler E, Naeem Khan M, Gratrix J, Plitt S, Stadnyk M, Smyczek P, Anderson N, Carter J, Sayers S, Smith D et al: Retrospective audit of a convenience cohort of individuals on HIV pre-exposure prophylaxis in Alberta, Canada. J Assoc Med Microbiol Infect Dis Can 2022, 7(4):350-363.
20.	Chan EL, Brandt K, Olienus K, Antonishyn N, Horsman GB: Performance characteristics of the Becton Dickinson ProbeTec system for direct detection of Chlamydia trachomatis and Neisseria gonorrhoeae in male and female urine specimens in comparison with Roche Cobas systems. Archives of Pathology and Laboratory Medicine 2000, 124(11):1649-1652.
21.	Chernesky M: Comparison of a new aptima specimen collection and transportation kit to l-pap for detection of c trachomatis, n gonorrhoeae and T vaginalis in cervical and vaginal specimens. SEXUALLY TRANSMITTED INFECTIONS 2011, 87:A73-A74.
22.	Chernesky M, Freund GG, Hook Iii E, Leone P, D'Ascoli P, Martens M: Detection of Chlamydia trachomatis and Neisseria gonorrhoeae infections in north American women by testing SurePath liquid-based pap specimens in APTIMA assays. Journal of Clinical Microbiology 2007, 45(8):2434-2438.
23.	Chernesky M, Jang D, Aries M, Smieja M, Ratman S: Self-obtained vaginal swabs detected more chlamydia trachomatis, neisseria gonorrhoeae and mycoplasma genitalium infections than first catch urine collected at home compared to a clinic. Sexually Transmitted Diseases 2018, 45(Supplement 2):S16.
24.	Chernesky M, Jang D, Gilchrist J, Hatchette T, Poirier A, Flandin JF, Smieja M, Ratnam S: Head-to-head comparison of second-generation nucleic acid amplification tests for detection of Chlamydia trachomatis and Neisseria gonorrhoeae on urine samples from female subjects and self-collected vaginal swabs. Journal of Clinical Microbiology 2014, 52(7):2305-2310.
25.	Chernesky M, Jang D, Portillo E, Chong S, Smieja M, Luinstra K, Petrich A, MacRitchie C, Ewert R, Hayhoe B et al: Abilities of APTIMA, AMPLICOR, and ProbeTec assays to detect Chlamydia trachomatis and Neisseria gonorrhoeae in PreservCyt ThinPrep liquid-based Pap samples. Journal of Clinical Microbiology 2007, 45(8):2355-2358.
26.	Chernesky M, Jang D, Portillo E, Smieja M, Kapala J, Doucette C, Sumner J, Ewert R, MacRitchie C, Gilchrist J: Comparison of three assays for detection of Chlamydia trachomatis and Neisseria gonorrhoeae in surepath pap samples and the role of pre- and postcytology testing. Journal of Clinical Microbiology 2012, 50(4):1281-1284.
27.	Chernesky M, Jang D, Smieja M, Arias M, Martin I, Weinbaum B, Getman D: Urinary Meatal Swabbing Detects More Men Infected with Mycoplasma genitalium and Four Other Sexually Transmitted Infections Than First Catch Urine. Sexually Transmitted Diseases 2017, 44(8):489-491.
28.	Chernesky M, Jang D, Smieja M, Portillo E, Kapala J, Sumner J: Burden of infection with <i>C</i>. <i>trachomatis</i>, <i>N</i>. <i>gonorrhoeae</i>, <i>T-vaginalis</i> and HR-HPV in homeless youth determined by APTIMA testing. INTERNATIONAL JOURNAL OF INFECTIOUS DISEASES 2010, 14:E353-E353.
29.	Chernesky MA, Jang D, Portillo E, Smieja M, Gilchrist J, Ewert R, MacRitchie C: Self-collected swabs of the urinary meatus diagnose more Chlamydia trachomatis and Neisseria gonorrhoeae infections than first catch urine from men. Sexually Transmitted Infections 2013, 89(2):102-104.
30.	Chernesky MA, Martin DH, Hook EW, Willis D, Jordan J, Wang S, Lane JR, Fuller D, Schachter J: Ability of new APTIMA CT and APTIMA GC assays to detect Chlamydia trachomatis and Neisseria gonorrhoeae in male urine and urethral swabs. Journal of Clinical Microbiology 2005, 43(1):127-131.
31.	Church DL, Amante L, Semeniuk H, Gregson DB: Selective testing of women based on age for genital Chlamydia trachomatis and Neisseria gonorrhoeae infection in a centralized regional microbiology laboratory. Diagnostic Microbiology and Infectious Disease 2007, 57(4):379-385.
32.	D'Aiuto C, Valderrama A, Byrns M, Boucoiran I: Sexually Transmitted and Blood-Borne Infections in Pregnant Women and Adverse Pregnancy Outcomes. Journal of Obstetrics and Gynaecology Canada 2020, 42(8):977-983.
33.	Diemert DJ, Libman MD, Lebel P: Confirmation by 16S rRNA PCR of the COBAS AMPLICOR CT/NG test for diagnosis of <i>Neisseria gonorrhoeae</i> infection in a low-prevalence population. JOURNAL OF CLINICAL MICROBIOLOGY 2002, 40(11):4056-4059.
34.	Domes T, Lo KC, Grober ED, Mullen JB, Mazzulli T, Jarvi K: The utility and cost of Chlamydia trachomatis and Neisseria gonorrhoeae screening of a male infertility population. Fertil Steril 2012, 97(2):299-305.
35.	Drews S, Chui L, Douglas L, Zahariadis G, Tyrrell G: Confirmation of the Roche COBAS AMPLICOR 480 Neisseria gonorrhea molecular assay with an in-house real-time polymerase chain reaction assay. Canadian Journal of Infectious Diseases and Medical Microbiology 2011, SA):11A-12A.
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[bookmark: _Toc215579381]Table S5. Summary of precision assessment and risk of bias assessment for studies reporting Neisseria gonorrhoeae prevalence in Canada.
	Quality assessment
	Neisseria gonorrhea prevalence measures

	
	Number of studies
	%

	Precision of prevalence measures*

	Low precision
	72
	31.9

	High precision
	154
	68.1

	Risk of bias quality domain†

	Sampling method

	Low risk of bias
	7
	3.1

	High risk of bias
	219
	96.9

	Response rate

	Low risk of bias
	24
	10.6

	High risk of bias
	1
	0.4

	Unclear risk of bias
	201
	88.9

	Summary of the risk of bias assessment

	Low risk of bias
	
	

	In at least one quality domain
	31
	13.7

	In both quality domains
	0
	0.0

	High risk of bias
	
	

	In at least one quality domain 
	219
	96.9

	In both quality domains
	1
	0.4

	Unclear risk of bias
	
	

	In at least one quality domain 
	201
	88.9

	In both quality domains
	0
	0.0

	Prevalence studies where risk of bias assessment was possible
	226
	100


*Precision was assessed based on the overall sample size (not each stratum subsample size) of the study as reported in the record/publication.
 †Risk of bias was assessed based on the overall sample size (not each stratum subsample size) of the study as reported in the record/publication.

[bookmark: _Toc190351436][bookmark: _Toc172468805][bookmark: _Toc215579382]Table S6. Assessment of publication bias for studies reporting Neisseria gonorrhoeae prevalence in Canada using Doi plots and the LFK index [4].
	Population type
	Number of measures
	LFK index
	Doi plot inspection
	Interpretation

	Current urogenital infection

	General populations
	52
	5.89
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Intermediate-risk populations
	35
	0.67
	Symmetrical Doi plot
	No publication bias

	Men who have sex with men 
	14
	1.94
	Asymmetrical Doi plot 
	Indicative of potential publication bias

	Symptomatic women
	9
	-0.96
	Symmetrical Doi plot
	No publication bias

	Symptomatic men
	4
	0.96
	Symmetrical Doi plot
	No publication bias

	Infertility clinic attendees
	5
	5.61
	Asymmetrical Doi plot
	Indicative of potential publication bias

	STI clinic attendees
	26
	4.66
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Individuals living with HIV and individuals in HIV-discordant couples
	5
	-5.67
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Other populations*
	29
	3.98
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Current anorectal infection

	Men who have sex with men
	13
	1.78
	Asymmetrical Doi plot
	Indicative of potential publication bias

	STI clinic attendees
	5
	-0.72
	Symmetrical Doi plot
	No publication bias

	Current oropharyngeal infection

	Men who have sex with men 
	12
	1.95
	Asymmetrical Doi plot
	Indicative of potential publication bias

	STI clinic attendees
	3
	5.72
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Serology (ever infection)
	
	
	
	

	General populations
	5
	4.98
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Current infection in unspecified/mixed specimens
	
	
	
	

	General populations
	79
	-3.19
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Intermediate-risk populations
	4
	5.61
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Men who have sex with men 
	7
	-3.26
	Asymmetrical Doi plot
	Indicative of potential publication bias

	STI clinic attendees
	9
	-4.28
	Asymmetrical Doi plot
	Indicative of potential publication bias

	Patients with confirmed or suspected STIs and related infections
	6
	7.07
	Asymmetrical Doi plot
	Indicative of potential publication bias


Abbreviations: HIV, Human immunodeficiency virus; LFK, Luis Furuya-Kanamori; STI, Sexually transmitted infection.
[bookmark: _Hlk211092467]A minimum of three studies was required to perform this assessment.
*Other populations include groups with an undetermined risk of acquiring NG infection, such as cervical cancer patients, specimens submitted to virology or bacteriology laboratories, and mixed or undefined populations.


[bookmark: _Toc215579383][bookmark: _Hlk211599772]Figure S1. Doi plots assessing publication bias among studies reporting urogenital Neisseria gonorrhoeae prevalence in Canada.
	a. General populations
	b. Intermediate-risk populations
	c. Men who have sex with men
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	d. Symptomatic women
	e. Symptomatic men
	f.   Infertility clinic attendees

	[image: A graph with numbers and lines

AI-generated content may be incorrect.] 
	[image: A graph with numbers and lines

AI-generated content may be incorrect.] 
	[image: A graph with numbers and lines

AI-generated content may be incorrect.] 

	g.    STI clinic attendees
	h. 	Individuals living with HIV and individuals in HIV-discordant couples
	i. Other Populations*
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Abbreviations: HIV, Human immunodeficiency virus; LFK, Luis Furuya-Kanamori; STI, Sexually transmitted infection.
A minimum of three studies was required to perform this assessment.
* Other populations include groups with an undetermined risk of acquiring NG infection, such as cervical cancer patients, specimens submitted to virology or bacteriology laboratories, and mixed or undefined populations.

39

[bookmark: _Toc215579384]Figure S2. Doi plots assessing publication bias among studies reporting anorectal Neisseria gonorrhoeae prevalence in Canada.
	a. Men who have sex with men
	b. STI clinic attendees
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Abbreviations: LFK, Luis Furuya-Kanamori; STI, Sexually transmitted infection.
A minimum of three studies was required to perform this assessment.
[bookmark: _Toc215579385]Figure S3. Doi plots assessing publication bias among studies reporting oropharyngeal Neisseria gonorrhoeae prevalence in Canada.
	a. Men who have sex with men
	b. STI clinic attendees
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Abbreviations: LFK, Luis Furuya-Kanamori; STI, Sexually transmitted infection.
A minimum of three studies was required to perform this assessment.
[bookmark: _Toc215579386]Figure S4. Doi plot assessing publication bias among studies reporting serological (ever-infection) Neisseria gonorrhoeae prevalence in Canada.
	a. General populations
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Abbreviations: LFK, Luis Furuya-Kanamori.
A minimum of three studies was required to perform this assessment.


[bookmark: _Toc215579387]Figure S5. Doi plots assessing publication bias among studies reporting Neisseria gonorrhoeae prevalence in unspecified/mixed specimens Canada.
	a. General populations
	b. Intermediate-risk populations
	c. Men who have sex with men
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	d.    STI clinic attendees
	e. 	Patients with confirmed or suspected STIs and related infections
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Abbreviations: HIV, Human immunodeficiency virus; LFK, Luis Furuya-Kanamori; STI, Sexually transmitted infection.
A minimum of three studies was required to perform this assessment.


[bookmark: _Toc215579388][bookmark: _Toc134700885][bookmark: _Toc148981701][bookmark: _Toc167449104][bookmark: _Toc134700887][bookmark: _Hlk138320600]Table S7. Pooled mean prevalence of Neisseria gonorrhoeae in Canada, stratified by anatomical site, population type, assay type.
	Population type
	Stratified prevalence measures
	Sample
	NG prevalence (%)
	Pooled mean NG prevalence
	Heterogeneity measures

	
	Total n
	Total N
	Range
	Median
	Mean (%)
(95% CI)
	Q*
(p-value)
	I²† (%) 
(95% CI)
	Prediction interval§ (%)

	Urogenital specimens

	General populations
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR 
	26
	241,272
	0.0-6.1
	1.0
	1.2 (0.6-1.9)
	2,676.4 (p<0.001)
	99.1 (98.9-99.2)
	0.0-6.5

	Culture
	25
	111,060
	1.0-11.9
	0.5
	0.8 (0.2-1.7)
	808.1 (p<0.001)
	97.0 (96.3-97.6)
	0.0-7.5

	Mixed/unclear assay
	2
	1,091
	0.0-1.8
	0.9
	0.1 (0.0-0.5)
	-
	-
	-

	Overall 
	53
	353,423
	0.0-11.9
	0.8
	1.0 (0.5-1.5)
	3,496.0 (p<0.001)
	98.5 (98.4-98.7)
	0.0-6.6

	Intermediate-risk populations
	 
	 
	 
	 
	 
	

	NAAT/PCR 
	21
	9,884
	0.0-10.8
	1.2
	1.4 (0.5-2.6)
	326.8 (p<0.001)
	93.9 (91.9-95.4)
	0.0-8.9

	Culture
	10
	1,293
	1.2-18.0
	11.6
	9.4 (6.1-13.2)
	35.7 (p<0.001)
	74.8 (53.0-86.5)
	0.9-23.9

	Mixed/unclear assay
	4
	985
	0.0-1.7
	1.0
	0.7 (0.0-1.9)
	7.6 (p=0.056)
	60.3 (0.0-86.7)
	0.0-5.6

	Overall 
	35
	12,162
	0.0-18.0
	1.7
	2.7 (1.4-4.3)
	526.0 (p<0.001)
	93.5 (91.9-94.8)
	0.0-15.6

	Men who have sex with men
	
	
	
	
	
	
	
	

	NAAT/PCR 
	14
	5,373
	0.0-8.3
	0.5
	0.9 (0.2-1.9)
	91.2 (p<0.001)
	85.8 (77.7-90.9)
	0.0-6.2

	Overall 
	14
	5,373
	0.0-8.3
	0.5
	0.9 (0.2-1.9)
	91.2 (p<0.001)
	85.8 (77.7-90.9)
	0.0-6.2

	Symptomatic women
	 
	 
	 
	 
	 
	 
	 
	 

	Culture
	9
	901
	0.0-72.8
	16.7
	15.9 (4.0-33.2)
	383.3 (p<0.001)
	97.9 (97.1-98.5)
	0.0-83.8

	Overall 
	9
	901
	0.0-72.8
	16.7
	15.9 (4.0-33.2)
	383.3 (p<0.001)
	97.9 (97.1-98.5)
	0.0-83.8

	Symptomatic men
	 
	 
	 
	 
	 
	 
	 
	 

	Culture
	3
	489
	22.9-82.6
	23.0
	42.9 (8.4-82.1)
	192.6 (p<0.001)
	99.0 (98.3-99.4)
	0.0-100

	Gram stain
	1
	100
	-
	-
	22.0 (14.3-31.4)
	-
	-
	-

	Overall
	4
	589
	22.0-82.6
	22.9
	37.4 (11.1-68.6)
	217.2 (p<0.001)
	98.6 (97.3-99.1)
	0.0-100

	Infertility clinic attendees
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR 
	5
	5,589
	0.0-0.1
	0.0
	0.0 (0.0-0.0)
	0.9 (p=0.925)
	0.0 (0.0-79.2)
	0.0-0.0

	Overall 
	5
	5,589
	0.0-0.1
	0.0
	0.0 (0.0-0.0)
	0.9 (p=0.925)
	0.0 (0.0-79.2)
	0.0-0.0

	Women with miscarriage or ectopic pregnancy
	 
	 
	 
	 
	
	

	Culture 
	1
	52
	-
	-
	0.0 (0.0-6.84)
	-
	-
	-

	Overall 
	1
	52
	-
	-
	0.0 (0.0-6.84)
	-
	-
	-

	STI clinic attendees
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR 
	10
	72,221
	0.1-4.0
	1.9
	1.5 (0.9-2.4)
	272.6 (p<0.001)
	96.7 (95.3-97.7)
	0.0-5.3

	Culture
	16
	6,401
	0.7-47.3
	15.9
	13.3 (8.1-19.6)
	681.2 (p<0.001)
	97.8 (97.2-98.3)
	0.0-45.9

	Overall 
	26
	78,622
	0.1-47.6
	4.2
	7.5 (4.2-11.6)
	1,822.7 (p<0.001)
	98.6 (98.4-98.8)
	0.0-37.3

	Individuals living with HIV and individuals in HIV-discordant couples 
	 
	 
	 
	
	
	

	NAAT/PCR 
	5
	3,702
	0.0-2.0
	0.3
	0.6 (0.0-1.8)
	10.2 (p=0.037)
	60.9 (0.0-85.3)
	0.0-4.6

	Overall 
	5
	3,702
	0.0-2.0
	0.3
	0.6 (0.0-1.8)
	10.2 (p=0.037)
	60.9 (0.0-85.3)
	0.0-4.6

	Sexual contacts of persons with NG or CT infection
	 
	 
	 
	
	

	Culture 
	1
	133
	-
	-
	47.4 (38.7-56.2)
	-
	-
	-

	Overall 
	1
	133
	-
	-
	47.4 (38.7-56.2)
	-
	-
	-

	Other populations¶
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR
	5
	12,059
	1.7-4.4
	3.0
	2.1 (1.2-3.1)
	12.9 (p=0.012)
	69.0 (20.5-87.9)
	0.2-5.3

	Culture
	23
	7,404
	0.4-47.2
	10.7
	8.5 (5.2-12.4)
	618.8 (p<0.001)
	96.4 (95.5-97.2)
	0.0-33.2

	Overall 
	28
	19,463
	0.0-47.2
	6.6
	7.2 (4.5-10.4)
	1,046.7 (p<0.001)
	97.4 (96.8-97.8)
	0.0-29.6

	Anorectal specimens

	Men who have sex with men
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR
	8
	1,903
	0.0-10.9
	3.0
	4.3 (1.9-7.3)
	31.9 (p<0.001)
	78.1 (56.8-88.9)
	0.0-15.6

	Culture
	4
	1,450
	0.2-5.8
	0.3
	0.9 (0.0-3.0)
	22.7 (p<0.00)
	86.8 (68.1-94.5)
	0.0-20.4

	Mixed/unclear assay
	1
	25
	-
	-
	4.0 (0.1-20.4)
	-
	-
	-

	Overall 
	13
	3,378
	0.0-10.9
	2.9
	2.6 (0.9-4.9)
	99.4 (p<0.001)
	87.9 (81.1-92.3)
	0.0-14.1

	STI clinic attendees
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR
	5
	3,500
	0.2-5.9
	2.8
	2.5 (0.7-5.3)
	57.9 (p<0.001)
	93.1 (86.8-96.4)
	0.0-15.1

	Overall
	5
	3,500
	0.2-5.9
	2.8
	2.5 (0.7-5.3)
	57.9 (p<0.001)
	93.1 (86.8-96.4)
	0.0-15.1

	Patients with confirmed or suspected STIs and related infections
	 
	 
	 
	 
	 
	 

	NAAT/PCR 
	2
	432
	2.6-13.3
	8.0
	8.6 (6.1-11.6)
	-
	-
	-

	Overall 
	2
	432
	2.6-13.3
	8.0
	8.6 (6.1-11.6)
	-
	-
	-

	Oropharyngeal specimens

	Men who have sex with men 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR 
	8
	1,947
	0.0-11.0
	3.2
	4.1 (2.2-6.4)
	15.4 (P=0.0314)
	54.5 (0.0-79.5)
	0.1-11.7

	Culture
	4
	2,124
	0.0-0.2
	0.0
	0.0 (0.0-0.2)
	1.5 (P=0.673)
	0.0 (0.0-84.7)
	0.0-0.5

	Overall 
	12
	4,071
	0.0-11.0
	2.0
	1.6 (0.2-3.8)
	49.5 (P<0.001)
	93.5 (90.4-95.6)
	0.0-13.9

	STI clinic attendees
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR
	3
	2,988
	2.4-8.9
	5.9
	5.0 (1.8-9.6)
	17.9 (p<0.001)
	88.8 (69.2-95.9)
	0.0-31.2

	Overall
	3
	2,988
	2.4-8.9
	5.9
	5.0 (1.8-9.6)
	17.9 (p<0.001)
	88.8 (69.2-95.9)
	0.0-31.2

	Serological specimens

	General populations
	 
	 
	 
	 
	 
	 
	 
	 

	ELISA
	2
	338
	6.0-7.0
	6.5
	6.2 (3.9-9.3)
	-
	-
	-

	Microflocculation test
	2
	87
	0.0-1.5
	0.8
	1.1 (0.0-6.2)
	-
	-
	-

	Indirect fluorescent test
	1
	806
	-
	-
	1.1 (0.5-2.1)
	-
	-
	-

	Overall
	5
	1,231
	0.0-7.0
	1.5
	2.3 (0.3-5.6)
	21.4 (p<0.001)
	81.3 (56.5-91.9)
	0.0-14.6

	Symptomatic men
	 
	 
	 
	 
	 
	 
	 
	 

	Indirect fluorescent test
	1
	205
	-
	-
	2.9 (1.1-6.3)
	-
	-
	-

	Overall
	1
	205
	-
	-
	2.9 (1.1-6.3)
	-
	-
	-

	STI clinic attendees
	 
	 
	 
	 
	 
	 
	 
	 

	Indirect fluorescent test
	1
	156
	-
	-
	35.3 (27.8-43.3)
	-
	-
	-

	Overall
	1
	156
	-
	-
	35.3 (27.8-43.3)
	-
	-
	-

	Patients with confirmed or suspected STIs and related infections 
	 
	 
	 
	 
	
	

	ELISA
	1
	169
	-
	-
	79.9 (73.0-85.6)
	-
	-
	-

	Overall
	1
	169
	-
	-
	79.9 (73.0-85.6)
	-
	-
	-

	Other populations¶  
	 
	 
	 
	 
	 
	 
	 
	 

	Microflocculation test
	2
	885
	14.3-19.4
	7.9
	19.2 (16.7-22.0)
	-
	-
	-

	Overall
	2
	885
	14.3-19.4
	7.9
	19.2 (16.7-22.0)
	-
	-
	-

	Unspecified/mixed specimens

	General populations
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR
	75
	111,225
	0.0-3.1
	0.1
	0.5 (0.4-0.7)
	603.4 (p<0.001)
	87.7 (85.3-89.9)
	0.0-2.4

	Mixed/unclear assay
	4
	109,207
	0.0-1.4
	0.1
	0.3 (0.0-1.1)
	123.7 (p<0.001)
	97.6 (95.8-98.6)
	0.0-7.4

	Overall 
	79
	220,432
	0.0-3.1
	0.3
	0.5 (0.4-0.6)
	1,523.7 (p<0.001)
	94.9 (94.1-95.5)
	0.0-2.3

	Intermediate-risk populations
	 
	 
	 
	 
	 
	 
	

	NAAT/PCR
	2
	5,517
	3.4-4.0
	3.7
	3.5 (3.0-4.0)
	-
	-
	-

	Mixed/unclear assay
	2
	3.4
	4.0-12.9
	8.5
	4.9 (2.8-8.0)
	-
	-
	-

	Overall 
	4
	5,821
	3.4-12.9
	4.0
	3.3 (2.7-3.9)
	6.3 (p=0.098)
	52.3 (0.0-84.2)
	1.7-5.3

	Men who have sex with men
	 
	 
	 
	 
	 
	 
	 
	

	NAAT/PCR
	2
	2,839
	2.1-10.5
	6.3
	8.2 (7.3-9.3)
	-
	-
	-

	Culture
	1
	1,466
	-
	-
	21.0 (18.9-23.3)
	-
	-
	-

	Mixed/unclear assay
	4
	8,064
	1.0-43.9
	5.9
	10.1 (0.2-31.9)
	1,775.9 (p<0.001)
	99.8 (99.8-99.9)
	0.0-100

	Overall 
	7
	12,369
	1.0-43.9
	9.1
	10.0 (2.4-21.8)
	2,717.9 (p<0.001)
	99.8 (99.7-99.8)
	0.0-64.0

	STI clinic attendees
	 
	 
	 
	 
	 
	 
	 
	 

	NAAT/PCR 
	3
	19,241
	2.9-21.2
	4.7
	8.2 (1.1-21.1)
	1,169.7 (p<0.001)
	99.8 (99.8-99.9)
	0.0-80.2

	Culture
	2
	1,275
	11.8-14.2
	13.0
	13.0 (11.2-15.0)
	-
	-
	-

	Mixed/unclear assay
	4
	3,903
	0.4-16.2
	5.4
	5.0 (0.3-14.6)
	383.7 (p<0.001)
	99.2(98.9-99.5)
	0.0-54.0

	Overall 
	9
	24,419
	0.4-21.2
	9.9
	7.6 (3.3-13.3)
	1,922.8 (p<0.001)
	99.6 (99.5-99.7)
	0.0-.34.7

	Individuals living with HIV and individuals in HIV-discordant couples 
	 
	 
	 
	 
	
	

	NAAT/PCR
	1
	578
	-
	-
	0.7 (0.2-1.8)
	-
	-
	-

	Mixed/unclear assay
	1
	1,997
	-
	-
	2.3 (1.7-3.1)
	-
	-
	-

	Overall 
	2
	2,575
	0.7-2.3
	1.5
	1.9 (1.4-2.6)
	-
	-
	-

	Sexual contacts of persons with NG or CT infection
	
	
	
	
	 
	 
	

	NAAT/PCR
	2
	429
	25.0-25.0
	25
	20.3 (16.6-24.4)
	-
	-
	-

	Overall 
	2
	429
	25.0-25.0
	25
	20.3 (16.6-24.4)
	-
	-
	-

	Patients with confirmed or suspected STIs and related infections
	 
	 
	 
	 
	
	

	Mixed/unclear assay
	6
	17,636
	10.3-24.0
	13.7
	14.1 (10.2-18.4)
	112.1 (p<0.001)
	95.5 (92.6-97.3)
	3.3-30.4

	Overall 
	6
	17,636
	10.3-24.0
	13.7
	14.1 (10.2-18.4)
	112.1 (p<0.001)
	95.5 (92.6-97.3)
	3.3-30.4

	Other populations¶
	 
	 
	 
	 
	 
	 
	 
	 

	Culture
	1
	211
	-
	-
	1.3 (0.8-2.1)
	-
	-
	-

	Mixed/unclear assay
	1
	19,618
	-
	-
	15.3 (14.8-15.8)
	-
	-
	-

	Overall 
	2
	19,829
	7.6-15.3
	11.4
	11.5 (5.1-19.9)
	-
	-
	-


[bookmark: _Hlk215062438]Abbreviations: CI, Confidence interval; CT, Chlamydia trachomatis; ELISA, enzyme-linked immunosorbent assay; HIV, Human immunodeficiency virus; NAAT, Nucleic acid amplification test; NG, Neisseria gonorrhoeae; PCR, Polymerase chain reaction; STI, Sexually transmitted infection.
A minimum of three studies was required to perform a meta-analysis.
* Q: The Cochran’s Q statistic is a measure assessing the existence of heterogeneity in pooled outcome measures, here NG prevalence.
† I2: A measure that assesses the magnitude of between-study variation that is due to true differences in NG prevalence across studies rather than chance.
§ Prediction interval: A measure that estimates the distribution (95% interval) of true NG prevalence around the estimated mean.
¶ Other populations include groups with an undetermined risk of acquiring NG infection, such as cervical cancer patients, specimens submitted to virology or bacteriology laboratories, and mixed or undefined populations.
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[bookmark: _Toc215579389][bookmark: _Hlk214632658]Figure S6. Forest plots presenting outcomes of the pooled mean Neisseria gonorrhoeae prevalence in urogenital specimens among different populations in Canada.

A. General populations
[image: A screenshot of a computer

AI-generated content may be incorrect.]
Abbreviation: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.


B. [image: A screenshot of a test

AI-generated content may be incorrect.]Intermediate-risk populations




























































Abbreviation: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.


C. Men who have sex with men
[image: A graph of a positive result

AI-generated content may be incorrect.]
Abbreviation: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.
D. 

E. Symptomatic women[image: A screenshot of a graph

AI-generated content may be incorrect.]
Abbreviation: CI, Confidence interval.
F. 

G. Symptomatic men
[image: A diagram of a sample size

AI-generated content may be incorrect.]
Abbreviation: CI, Confidence interval.


H. Infertility clinic attendees [image: A screenshot of a report

AI-generated content may be incorrect.]
Abbreviation: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.


I. STI clinic attendees[image: A screenshot of a document

AI-generated content may be incorrect.]
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction; STI, Sexually transmitted infection.

J. Individuals living with HIV and individuals in HIV-discordant couples[image: A screenshot of a report

AI-generated content may be incorrect.]
Abbreviations: CI, Confidence interval; HIV, Human immunodeficiency virus; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.

K. Other populations*
[image: A screenshot of a document

AI-generated content may be incorrect.]Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.
*Other populations include groups with an undetermined risk of acquiring NG infection, such as cervical cancer patients, specimens submitted to virology or bacteriology laboratories, and mixed or undefined populations.

[bookmark: _Toc215579390][bookmark: _Hlk214632681]Figure S7. Forest plots presenting outcomes of the pooled mean Neisseria gonorrhoeae prevalence in anorectal specimens among different populations in Canada.

A. Men who have sex with men
[image: A screenshot of a graph

AI-generated content may be incorrect.]
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.

B. STI clinic attendees[image: ]
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction; STI, Sexually transmitted infection.


[bookmark: _Toc215579391][bookmark: _Hlk214632701]Figure S8. Forest plots presenting outcomes of the pooled mean Neisseria gonorrhoeae prevalence in oropharyngeal specimens among different populations in Canada.
A. Men who have sex with men[image: ]
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.

B. STI clinic attendees[image: A graph with numbers and lines

AI-generated content may be incorrect.]
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction; STI, Sexually transmitted infection.

[bookmark: _Toc215579392][image: ]Figure S9. Forest plots presenting outcomes of the pooled mean Neisseria gonorrhoeae prevalence in serological specimens among general populations in Canada.
             Abbreviations: CI, Confidence interval.

[bookmark: _Toc215579393]Figure S10. Forest plots presenting outcomes of the pooled mean Neisseria gonorrhoeae prevalence in unspecified/mixed specimens among different populations in Canada.
A. [image: ]General populations 
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.


B. [image: A screenshot of a graph

AI-generated content may be incorrect.]Intermediate-risk populations
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.


C. [image: A screenshot of a graph

AI-generated content may be incorrect.]Men who have sex with men 
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction.


D. [image: A diagram of a model

AI-generated content may be incorrect.]STI clinic attendees 
Abbreviations: CI, Confidence interval; NAAT, Nucleic acid amplification test; PCR, Polymerase chain reaction; STI, Sexually transmitted infection.

	

E. Patients with confirmed or suspected STIs and related infections
[image: A screenshot of a graph

AI-generated content may be incorrect.]Abbreviations: CI, Confidence interval; STI, Sexually transmitted infection.
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2116 78622

Heterogeneity: /° = 98.6%, 325 = 1822.67 (p = 0)

Events per 100
observations
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3.9%
3.8%
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3.9%
3.9%
3.9%
3.9%
3.9%
3.9%
3.9%
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3.9%
3.9%
3.9%

60.9%

100.0%

95%Cl
0.1 [0.0; 0.3]
0.5 [0.3; 0.8]
40 [1.7; 7.7]
1.9 [0.8; 3.3]
24 [15; 3.5]
22 [1.8; 2.1]
12 [0.9; 1.3]
1.8 [1.0; 2.6]
1.8 [1.1; 2.8]
2.7 [1.8; 3.9
1.7 [1.6; 1.8]
1.5 [0.9; 2.4]

15.9 [10.8; 22.8]
7.8 [4.8;12.4]
10.1 [8.2; 12.4]
47.6 [41.1; 54.1]
27.5 [15.3; 44.0]
20.8 [16.4; 25.7]
15.8 [12.2; 20.1]
15.0 [11.8; 18.7]
18.2 [14.6; 22.3]
18.9 [15.1; 23.3]
19.1 [15.3; 23.4]
19.9 [15.3; 24.2]
16 [0.5; 9.3]
18 [1.2; 2.7]
0.7 [0.1; 2.0]
44 [2.4; 7.3]
10.0 [9.3; 10.8]
13.3 [8.1; 19.5]

2.0 [1.9; 21]
7.5 [4.2; 11.6]
[ 0.0; 37.3]
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Events per 100

Author, Year Gonorrhea positive Sample size observations W(Random) Prev(%) 95%CI

Assay = NAAT/PCR )
Burchell, 2014 64 3165 E 38.4%

Remis, 2013 0 126 '-—:— 16.8%
Remis, 2016 1 292 +—i— 25.1%
Sivachandran, 2015 1 83 H— 12.9%
Sivachandran, 2015 0 36 = : 6.8%
Common effect model 66 3702 ¢ .
Random effects model <& 100.0%
Heterogeneity: /° = 60.9%, 3 = 10.22 (p = 0.0369) y

Common effect model 66 3702 :<I> .
Random effects model & 100.0%
Prediction interval —

Heterogeneity: /° = 60.9%, 3 = 10.22 (p = 0.0369) ! ! ' ' !
0 5 10 15 20
Gonorrhea prevalence (95% CI)

2.0 [1.6; 2.6]
0.0 [0.0; 2.9]
0.3 [0.0; 1.9]
1.2 [0.0; 6.5]
0.0 [0.0;9.7]
1.3 [0.9; 1.8]
0.6 [0.0; 1.8]

1.3 [0.9; 1.8]
0.6 [0.0; 1.8]
[0.0; 4.6]
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Author, Year Gonorrhea positive Sample size

Assay = NAAT/PCR

Diemert, 2002 168 9772
Li, 2014 9 287
O'Byrne, 2018 1 23
Parmar, 2021 29 1368
Parmar, 2021 22 609
Common effect model 229 12059

Random effects model
Heterogeneity: /° = 69%, x> = 12.92 (p = 0.0117)

Assay = Culture

Caloenescu, 1973 13 109
Caloenescu, 1973 18 135
Caloenescu, 1973 28 232
Caloenescu, 1973 164 1036
Caloenescu, 1973 61 503
Caloenescu, 1973 23 215
Caloenescu, 1973 8 101
Caloenescu, 1973 6 55
Caloenescu, 1973 1 28
Caloenescu, 1973 4 30
Caloenescu, 1973 131 805
Guijon , 1992 4 101
Guijon, 1985 1 32
Rodas, 1974 106 857
Shtibel, 1975 23 115
Toshach, 1978 60 127
Toshach, 1978 1 122
Vincelette, 1991 14 899
Vincelette, 1991 3 845
Vincelette, 1991 1 230
Vincelette, 1991 17 230
Vincelette, 1991 24 407
Vincelette, 1991 5 190
Common effect model 716 7404

Random effects model
Heterogeneity: /> = 96.4%, 7, = 618.8 (p < 0.0001)

Common effect model 945 19463
Random effects model

Prediction interval

Heterogeneity: /° = 97.4%, 4, = 1046.74 (p < 0.0001)

Events per 100

observations W(Random) Prev(%) 95%ClI
B 39% 1.7 [15 2.0]
4= 3.8% 31 [1.4; 59]
A 2.6% 43 [0.1;21.9]
= 3.9% 21 [14; 3.0]
+ | 3.8% 36 [2.3; 54]
o : 1.4 [1.2; 1.7]
o 18.0% 21 [1.2; 3.1]
| 35%  11.9 [6.519.5]
| 36% 133 [8.1;20.3]
| 37% 121 [8.2;17.0]
.- 39% 158 [13.7;18.2]
P 38% 121 [9.4;153]
| 37% 107 [6.9;15.6]
—— 3.5% 7.9 [3.515.0]
\——— 32% 109 [4.1;222]
- 2.7% 3.6 [0.1;18.3]
— 28% 133 [3.8;30.7]
b 39%  16.3 [13.8;19.0]
——= 3.5% 40 [1.1; 9.8]
- 2.8% 3.1 [0.1;16.2]
- 39% 124 [10.2;14.8]
L 3.5%  20.0 [13.1;28.5]
L — 3.6%  47.2 [38.3;56.3]
s 3.6% 0.8 [0.0; 4.5]
= 3.9% 16 [0.9; 2.6]
€1 3.9% 0.4 [0.1; 1.0]
- 3.7% 0.4 [0.0; 2.4]
\—— 3.7% 7.4 [4.4;11.6]
e 3.8% 59 [3.8; 86]
- 3.7% 26 [0.9; 6.0]
P9 . 7.7 [71; 8.3]
<> 82.0% 8.5 [5.2; 12.4]
i . 3.3 [3.1; 3.6]
< 100.0% 7.2 [ 4.5;10.4]
[ 0.0; 29.6]
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Events per 100

Author, Year Gonorrhea positive Sample size observations W(Random) Prev(%)

Assay = NAAT/PCR i

Candler, 2022 0 24 —i—— 4.5%
Candler, 2022 2 64 ——— 6.9%
Candler, 2022 5 195 -:-'— 8.7%
Candler, 2022 2 20 T— 4.1%
Candler, 2022 2 87 —— 7.5%
Harvey-Lavoie, 2021 34 1156 = 9.8%
Nguyen, 2018 10 109 |} ——— 7.9%
Ota, 2009 27 248 1 —=— 9.0%
Common effect model 82 1903 O .
Random effects model <> 58.4%
Heterogeneity: /° = 78.1%, 3> = 31.91 (p < 0.0001) ¥

Assay = Culture i

O'Byrne, 2014 1 381 9.3%
O'Byrne, 2014 1 356 *—: 9.3%
O'Byrne, 2014 1 465 =i/ 9.4%
Ota, 2009 12 248 :—'— 9.0%
Common effect model 15 1450 0 )
Random effects model & 37.0%
Heterogeneity: /° = 86.8%, 7 = 22.69 (p < 0.0001) |

Assay = Mixed/unclear assay i

O'Byrne, 2020 1 25 i 4.6%
Common effect model 98 3378 é .
Random effects model < 100.0%
Prediction interval #

0 10 20 30 40
Gonorrhea prevalence (95% CI)

Heterogeneity: /> = 87.9%, 3, = 99.37 (p < 0.0001)
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0.6
0.9

4.0

1.7
2.6

95%ClI

[0.0; 14.2]
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[1.9; 7.3]

[0.0; 1.5]
[0.0; 1.6]
[0.0; 1.2]
[2.5; 8.3]
[0.3; 1.2]
[0.0; 3.0]

[0.1; 20.4]

[1.3; 2.3]
[0.9; 4.9]
[0.0; 14.0]
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Author, Year

Assay = NAAT/PCR
Ablona, 2019

Ablona, 2019

Gratix, 2014

Orser, 2024
Regimbal-Ethier, 2019
Common effect model
Random effects model

Heterogeneity: /° = 93.1%, - = 57.87 (p < 0.0001)

Common effect model
Random effects model
Prediction interval

Heterogeneity: /° = 93.1%, - = 57.87 (p < 0.0001)

Gonorrhea positive Sample size

1
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57
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116

Events per 100
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2.8 [2.1; 3.7]
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2.5 [0.7; 5.3]
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2.5 [0.7; 5.3]
[0.0; 15.1]
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Author, Year

Assay = NAAT/PCR

Candler, 2022 1
Candler, 2022 2
Candler, 2022 6
Candler, 2022 0
Candler, 2022 1

Harvey-Lavoie, 2021 55
Nguyen, 2018 12
Ota, 2009 18
Common effect model 95

Random effects model
Heterogeneity: /° = 54.5%, 7> = 15.38 (p = 0.0314)

Assay = Culture

O'Byrne, 2014

O'Byrne, 2014

O'Byrne, 2014

Ota, 2009

Common effect model

Random effects model

Heterogeneity: /° = 0%, 1 = 1.54 (p = 0.6726)

- OO0 -~0

Common effect model 96
Random effects model

Prediction interval

Heterogeneity: /° = 93.5%, 5>, = 168.89 (p < 0.0001)
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Events per 100
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[4.4; 11.2]
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[0.0; 0.6]
[0.0; 1.0]
[0.0; 0.5]
[0.0; 1.5]
[0.0; 0.2]
[0.0; 0.2]

[0.6; 1.4]
[0.2; 3.8]
[0.0; 13.7]
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Events per 100

Author, Year Gonorrhea positive Sample size observations

Assay = NAAT/PCR :

Ablona, 2019 62 2587 |
Orser, 2024 17 289 |
Regimbal-Ethier, 2019 10 112 '
Common effect model 89 2988

Random effects model
Heterogeneity: /° = 88.8%, 7> = 17.87 (p = 0.0001)

Common effect model 89 2988
Random effects model
Prediction interval

3
0
S

W(Random) Prev(%)

38.7%
33.8%
27.5%

100.0%

100.0%

Heterogeneity: /° = 88.8%, 7> = 17.87 (p = 0.0001) ! ! ! !
0 10 20 30
Gonorrhea prevalence (95% CI)

40

95%ClI

24 [1.8; 3.1]
59 [3.5 9.3]
8.9 [4.4; 15.8]
2.7 [21; 3.3]
5.0 [1.8; 9.6]

2.7 [21; 3.3]
5.0 [1.8; 9.6]
[0.0; 31.2]
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Events per 100

Author, Year Gonorrhea positive Sample size observations W(Random) Prev(%) 95%ClI
Assay = ELISA ¥

Brodeur, 1982 19 312 1 —+— 28.7% 6.1 [3.7; 9.3]
Brodeur, 1982 2 26 : = 11.3% 7.7 [0.9; 25.1]
Common effect model 21 338 || <> . 5.6 [3.2; 8.5]
Random effects model i<> 40.0% 5.6 [3.2; 8.5]
Heterogeneity: /° = 0%, 75 = 0.3 (p = 0.5833) ¥

Assay = Microflocculation |

Rodas, 1974 0 21+ : 9.8% 0.0 [0.0; 16.1]
Rodas, 1974 1 66 +— 18.8% 1.5 [0.0; 8.2]
Common effect model 1 87 <> . 0.7 [0.0; 4.5]
Random effects model & 28.6% 0.7 [0.0; 4.5]
Heterogeneity: /° = 0%, 15 = 0.11 (p = 0.7432) ¥

Assay = Indirect fluorescent antibody test :

Toshach, 1979 9 806 .5 31.4% 1.1 [0.5; 2.1]
Common effect model 31 1231 <'> . 1.4 [0.7; 2.3]
Random effects model <= 100.0% 2.3 [0.2; 5.6]
Prediction interval | [0.0; 14.6]

Heterogeneity: /° = 81.3%, 35 = 21.36 (p = 0.0003) ! ! ' ' ' !
0 5 10 15 20 25 30
Gonorrhea prevalence (95% CI)
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Author, Year Gonorrhea positive Sample size

Assay = NAAT/PCR

Friedland, 2017

Gohil, 2021 6
Leblanc, 2012

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019 1
Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019 1
Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019 1
Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

Schleihauf, 2019

GO OO PrWOAPR,RWWONONPRARAEANNNNNNOOOOOON-~UTOIN-O0

Schleihauf, 2019 14
Schleihauf, 2019 12
Schleihauf, 2019 18
Schleihauf, 2019 14

Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Schleihauf, 2019
Common effect model
Random effects model
Heterogeneity: I° = 87.7%, 32, = 603.39 (p < 0.0001)

—
O, UNNOWO-_2PARWNAEANNOTLOL,UOAPDPOTOAOPRERNN_2NANAWO_,LAPO_,OP~r->2BABDNDAN

H
a

Assay = Mixed/unclear assay

Gardhouse, 2012 1465
Ivensky, 2021 4
Mann, 2013 0
Thibeault, 2021 1
Common effect model 1470

Random effects model
Heterogeneity: /> = 97.6%, 7> = 123.66 (p < 0.0001)

Common effect model 1920
Random effects model

Prediction interval

Heterogeneity: /> = 94.9%, 32, = 1523.70 (p < 0.0001)

Events per 100

observations W(Random) Prev(%) 95%CI
209 *‘:— 0.9% 0.0 [0.0;1.7]
1977 i + 1.4% 3.1 [2.4;4.0]
6694 1.4% 0.1 [0.0;0.2]
500 T:'— 1.1% 1.0 [0.4; 2.4]
450 — 1.1% 1.1 [0.5;2.7]
450 ﬁ: 1.1% 0.2 [0.0; 0.9]
500 4 1.1% 0.4 [0.0; 1.4]
475 i—'— 1.1% 1.9 [0.9; 3.6]
420 i+— 1.1% 1.9 [0.8; 3.7]
520 f'— 1.1% 1.2 [0.4; 2.5]
400 — 1.1% 1.2 [0.4;2.9]
520 i—'— 1.1% 1.7 [0.8; 3.2]
575 i+ 1.2% 1.2 [0.5; 2.5]
500 w:*— 1.1% 1.4 [0.5; 2.8]
500 +— 1.1% 1.4 [0.6; 2.9]
575 i—'— 1.2% 2.1 [1.1;3.6]
350 4+ 1.0% 0.6 [0.1;2.1]
500 w:*— 1.1% 1.4 [0.6; 2.9]
575 + 1.2% 0.7 [0.2;1.8]
550 ﬂ:— 1.2% 0.7 [0.2;1.8]
500 +— 1.1% 1.4 [0.6; 2.9]
500 i—'— 1.1% 1.8 [0.8; 3.4]
400 i+ 1.1% 1.8 [0.7; 3.6]
600 i—'— 1.2% 1.7 [0.8; 3.0]
500 + 1.1% 0.6 [0.1;1.7]
600 1&- 1.2% 0.5 [0.1;1.4]
520 + 1.1% 0.8 [0.2;2.0]
600 ﬂ:'— 1.2% 0.8 [0.3;1.9]
610 {— 1.2% 2.1 [1.1;3.6]
610 ﬁ:— 1.2% 0.7 [0.2;1.7]
600 i+ 1.2% 1.3 [0.6; 2.6]
590 ﬂ:'— 1.2% 0.8 [0.3; 2.0]
580 i~ 1.2% 0.9 [0.3; 2.0]
570 ﬂ:*— 1.2% 0.9 [0.3; 2.0]
580 {—— 1.2% 24 [1.3;4.0]
600 i—'— 1.2% 2.0 [1.0; 3.5]
700 §—+— 1.2% 2.6 [1.5;4.0]
680 i—'— 1.2% 2.1 [1.1;3.4]
570 .“— 1.2% 1.2 [0.5; 2.5]
2500 n 1.4% 0.1 [0.0;0.2]
2100 *' 1.4% 0.2 [0.0; 0.4]
2200 n 1.4% 0.0 [0.0;0.2]
2250 *' 1.4% 0.2 [0.1;0.5]
2700 i 1.4% 0.0 [0.0; 0.1]
2200 *. 1.4% 0.0 [0.0;0.3]
2400 i 1.4% 0.0 [0.0;0.2]
2200 + 1.4% 0.0 [0.0;0.3]
2500 +. 1.4% 0.1 [0.0;0.3]
2550 *' 1.4% 0.0 [0.0;0.2]
2450 +. 1.4% 0.1 [0.0;0.3]
2050 *' 1.4% 0.2 [0.1;0.5]
2500 +. 1.4% 0.1 [0.0;0.3]
1400 P' 1.3% 0.1 [0.0; 0.4]
2000 ﬁ 1.4% 0.1 [0.0; 0.4]
2250 +' 1.4% 0.1 [0.0;0.3]
2000 ﬂ 1.4% 0.2 [0.0; 0.5]
2250 *' 1.4% 0.2 [0.1;0.5]
1750 « 1.4% 0.3 [0.1;0.7]
2000 *' 1.4% 0.2 [0.1;0.5]
2600 *u 1.4% 0.2 [0.1;0.4]
2450 *' 1.4% 0.2 [0.1;0.5]
2500 4—. 1.4% 0.2 [0.0; 0.4]
2250 '*' 1.4% 0.1 [0.0; 0.4]
2500 *u 1.4% 0.2 [0.1;0.5]
2550 4 1.4% 0.3 [0.1; 0.6]
2500 +. 1.4% 0.1 [0.0;0.3]
2450 *' 1.4% 0.2 [0.0; 0.4]
2475 +. 1.4% 0.1 [0.0;0.3]
2450 '*' 1.4% 0.1 [0.0; 0.4]
2250 *:: 1.4% 0.2 [0.0; 0.5]
2250 % 1.4% 0.5 [0.2;0.9]
2500 ﬁ: 1.4% 0.4 [0.2;0.7]
2500 ¢ 1.4% 0.3 [0.1; 0.6]
2600 *i 1.4% 0.2 [0.1;0.4]
2000 ¢ 1.4% 0.2 [0.1;0.5]
111225 Igi . 0.2 [0.2; 0.3]
(}I 95.2% 0.5 [0.4; 0.7]
104624 1.5% 14 [1.3;1.5]
2206 *i 1.4% 0.2 [0.1;0.5]
99 v— 0.6% 0.0 [0.2;4.1]
2278 +. 1.4% 0.0 [0.0;0.2]
109207 'l . 1.2 [1.1;1.3]
(} 4.8% 0.3 [0.0; 1.1]
220432 1' . 0.7 [0.6; 0.7]
j 100.0% 0.5 [0.4; 0.6]
— [0.0; 2.3]

| | | | | |
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Gonorrhea prevalence (95% ClI)
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Author, Year

Assay = NAAT/PCR

Gratrix, 2019
Gratrix, 2019

Common effect model
Random effects model

Gonorrhea positive Sample size

133
61
194

Heterogeneity: /° = 20.3%, 5> = 1.25 (p = 0.2627)

Assay = Mixed/unclear assay

Niruban, 2019
Singh, 2009

Common effect model
Random effects model

11
4
15

Heterogeneity: /° = 71.9%, 5> = 3.56 (p = 0.0591)

Common effect model
Random effects model
Prediction interval

209

Heterogeneity: I° = 52.3%, 5> = 6.29 (p = 0.0984)

Events per 100
observations

W(Random) Prev(%) 95%ClI
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3.3 [2.7; 3.9]
[2.0; 4.7]
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Events per 100

Author, Year Gonorrhea positive Sample size observations W(Random) Prev(%) 95%ClI

Assay = NAAT/PCR
Flores, 2022 218 2086 L

| 14.3%
Hart, 2021 16 753 = | | 14.3%
Common effect model 234 2839 O ! .
Random effects model = 28.6%
Heterogeneity: /° = 98.6%, 3> = 72.57 (p < 0.0001) i !
Assay = Culture i
Allard, 1985 308 1466 —'—E 14.3%
Assay = Mixed/unclear assay i
Hart, 2021 47 517 —*— ! 14.2%
Machouf, 2011 9 1000 * | 14.3%
Otis, 2014 7 267 —+— ! 14.1%
Salway, 2020 2758 6280 | 14.4%
Common effect model 2821 8064 IR .
Random effects model <>: 57.0%
Heterogeneity: /° = 99.8%, y> = 1775.88 (p = 0) !
Common effect model 3363 12369 <I> .
Random effects model S — 100.0%
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