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Supplementary Figure S1. Spatial distribution of median diagnostic delay times for PTB at the township level in Yichang City, 2015–2019. A, patient delay; B, health system delay; C, total delay.
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Supplementary Figure S2. Administrative divisions of Yichang City at the township level.
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Supplementary Figure S3. Sensitivity analysis of local spatial patterns of long diagnostic delays using eight-nearest-neighbor spatial weights. (A–C) Getis–Ord Gi* hot spot maps for LPD, LHD, and LDD. (D–F) Anselin Local Moran’s I cluster-and-outlier maps for LPD, LHD, and LDD. False discovery rate correction was applied to all local spatial analyses.


Supplementary Tables
Supplementary Table S1. Associations of prespecified baseline covariates with long patient delay, long health system delay, and long diagnostic delay in Model 1.
	Characteristic
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value

	Sex
	
	
	
	
	
	
	
	
	

	Male
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Female
	1.003
	0.973–1.033
	0.858
	1.034
	0.951–1.124
	0.434
	1.017
	0.982–1.053
	0.346

	Age, y
	
	
	
	
	
	
	
	
	

	≤18
	Ref
	
	
	Ref
	
	
	Ref
	
	

	19–64
	1.183
	1.036–1.350
	0.013
	0.880
	0.614–1.260
	0.485
	1.208
	1.051–1.388
	0.008

	≥65
	1.223
	1.067–1.402
	0.004
	0.702
	0.482–1.022
	0.065
	1.228
	1.057–1.425
	0.007

	Nationality
	
	
	
	
	
	
	
	
	

	Han
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Minority
	1.168
	1.113–1.225
	<0.001
	0.800
	0.651–0.984
	0.034
	1.205
	1.118–1.299
	<0.001

	Residence
	
	
	
	
	
	
	
	
	

	City
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Rural
	1.007
	0.950–1.067
	0.812
	0.781
	0.672–0.908
	0.001
	1.003
	0.929–1.083
	0.948

	Occupation
	
	
	
	
	
	
	
	
	

	Agricultural workers
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Industrial workers
	0.909
	0.815–1.013
	0.083
	1.079
	0.805–1.445
	0.613
	0.925
	0.804–1.065
	0.279

	Commercial service
	1.056
	0.936–1.192
	0.373
	0.958
	0.699–1.313
	0.790
	1.107
	0.939–1.305
	0.225

	Government and company employees
	0.897
	0.807–0.996
	0.042
	0.981
	0.699–1.377
	0.912
	0.895
	0.803–0.997
	0.043

	Students/Children
	0.920
	0.797–1.061
	0.251
	1.217
	0.847–1.748
	0.288
	0.966
	0.826–1.130
	0.664

	Household/Unemployed
	1.136
	1.065–1.212
	<0.001
	1.303
	1.138–1.492
	<0.001
	1.176
	1.093–1.265
	<0.001

	Retiree
	1.060
	0.998–1.125
	0.058
	1.137
	0.935–1.383
	0.198
	1.057
	0.978–1.143
	0.158

	Others
	0.949
	0.882–1.020
	0.152
	1.275
	1.066–1.526
	0.008
	0.974
	0.899–1.055
	0.517

	Treatment history
	
	
	
	
	
	
	
	
	

	Initial treatment
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Retreatment
	0.991
	0.958–1.025
	0.609
	0.900
	0.773–1.048
	0.174
	1.006
	0.969–1.045
	0.738

	Comorbidity
	
	
	
	
	
	
	
	
	

	Absent
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Present
	1.070
	1.031–1.111
	<0.001
	1.136
	0.991–1.301
	0.066
	1.116
	1.074–1.160
	<0.001

	Year of diagnosis
	
	
	
	
	
	
	
	
	

	2015
	Ref
	
	
	Ref
	
	
	Ref
	
	

	2016
	0.965
	0.911–1.022
	0.225
	0.716
	0.612–0.837
	<0.001
	0.909
	0.850–0.972
	0.005

	2017
	1.008
	0.963–1.056
	0.719
	0.903
	0.775–1.052
	0.192
	1.014
	0.961–1.070
	0.615

	2018
	0.971
	0.922–1.023
	0.270
	0.710
	0.586–0.859
	<0.001
	0.989
	0.919–1.064
	0.762

	2019
	0.977
	0.925–1.033
	0.420
	0.814
	0.703–0.944
	0.006
	0.995
	0.933–1.062
	0.891


Model 1 included sex, age group, nationality, residence, occupation, treatment history, comorbidity, and year of diagnosis. Estimates were obtained using modified Poisson generalized estimating equations with a log link, township as the clustering unit, an exchangeable working correlation structure, and robust sandwich standard errors. aPR, adjusted prevalence ratio; CI, confidence interval; Ref, reference category. All P values are two-sided.
Supplementary Table S2. Associations of prespecified covariates with long patient delay, long health system delay, and long diagnostic delay in extended Model 2.
	Characteristic
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value

	Sex
	
	
	
	
	
	
	
	
	

	Male
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Female
	1.003
	0.974–1.034
	0.826
	1.028
	0.948–1.115
	0.510
	1.017
	0.982–1.054
	0.332

	Age, y
	
	
	
	
	
	
	
	
	

	≤18
	Ref
	
	
	Ref
	
	
	Ref
	
	

	19–64
	1.180
	1.033–1.347
	0.015
	0.906
	0.633–1.297
	0.589
	1.206
	1.050–1.385
	0.008

	≥65
	1.215
	1.060–1.393
	0.005
	0.751
	0.514–1.096
	0.137
	1.223
	1.054–1.418
	0.008

	Nationality
	
	
	
	
	
	
	
	
	

	Han
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Minority
	1.169
	1.113–1.228
	<0.001
	0.794
	0.646–0.977
	0.029
	1.207
	1.118–1.302
	<0.001

	Residence
	
	
	
	
	
	
	
	
	

	City
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Rural
	1.004
	0.947–1.064
	0.896
	0.770
	0.654–0.907
	0.002
	1.000
	0.927–1.079
	0.998

	Occupation
	
	
	
	
	
	
	
	
	

	Agricultural workers
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Industrial workers
	0.913
	0.821–1.017
	0.097
	1.048
	0.779–1.412
	0.755
	0.927
	0.805–1.067
	0.290

	Commercial service
	1.058
	0.938–1.193
	0.358
	0.978
	0.707–1.354
	0.894
	1.106
	0.940–1.302
	0.223

	Government and company employees
	0.900
	0.812–0.998
	0.046
	0.956
	0.682–1.338
	0.792
	0.895
	0.803–0.997
	0.043

	Students/Children
	0.922
	0.798–1.065
	0.268
	1.223
	0.852–1.755
	0.276
	0.966
	0.825–1.131
	0.669

	Household/Unemployed
	1.135
	1.064–1.210
	<0.001
	1.347
	1.175–1.543
	<0.001
	1.174
	1.093–1.262
	<0.001

	Retiree
	1.058
	0.997–1.124
	0.064
	1.161
	0.955–1.411
	0.135
	1.056
	0.978–1.141
	0.164

	Others
	0.948
	0.883–1.018
	0.145
	1.309
	1.087–1.576
	0.004
	0.973
	0.899–1.054
	0.500

	Treatment history
	
	
	
	
	
	
	
	
	

	Initial treatment
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Retreatment
	0.987
	0.954–1.023
	0.478
	0.932
	0.805–1.079
	0.347
	1.001
	0.962–1.041
	0.970

	Comorbidity
	
	
	
	
	
	
	
	
	

	Absent
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Present
	1.066
	1.028–1.105
	<0.001
	1.169
	1.022–1.337
	0.023
	1.114
	1.072–1.158
	<0.001

	Year of diagnosis
	
	
	
	
	
	
	
	
	

	2015
	Ref
	
	
	Ref
	
	
	Ref
	
	

	2016
	0.961
	0.905–1.020
	0.189
	0.736
	0.632–0.858
	<0.001
	0.905
	0.844–0.969
	0.004

	2017
	1.005
	0.959–1.053
	0.843
	0.932
	0.803–1.083
	0.357
	1.011
	0.956–1.069
	0.697

	2018
	0.968
	0.918–1.020
	0.218
	0.740
	0.616–0.890
	0.001
	0.987
	0.916–1.063
	0.725

	2019
	0.970
	0.919–1.025
	0.283
	0.859
	0.751–0.982
	0.026
	0.991
	0.929–1.058
	0.789

	Patient source
	
	
	
	
	
	
	
	
	

	Symptomatic visits to TB-designated facilities
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Symptomatic visits to non-TB-designated facilities
	1.007
	0.962–1.055
	0.754
	1.190
	0.986–1.436
	0.070
	0.997
	0.941–1.056
	0.908

	Active case finding
	0.931
	0.854–1.017
	0.112
	1.752
	1.319–2.326
	<0.001
	0.989
	0.896–1.091
	0.824

	Others
	1.102
	0.914–1.330
	0.309
	3.166
	1.936–5.176
	<0.001
	1.285
	1.045–1.581
	0.018

	Pathogen result
	
	
	
	
	
	
	
	
	

	Negative
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Positive
	1.040
	1.000–1.082
	0.052
	0.666
	0.584–0.760
	<0.001
	1.028
	0.977–1.082
	0.282

	No pathogen result
	0.942
	0.795–1.117
	0.493
	1.092
	0.602–1.978
	0.773
	0.935
	0.771–1.135
	0.497


Model 2 included all Model 1 covariates and additionally included patient source and pathogen result. Pathogen result was entered as a three-category variable (negative, positive, and no pathogen result) , with negative as the reference category. Estimates were obtained using modified Poisson generalized estimating equations with a log link, township as the clustering unit, an exchangeable working correlation structure, and robust sandwich standard errors. aPR, adjusted prevalence ratio; CI, confidence interval; Ref, reference category. All P values are two-sided.
Supplementary Table S3. Diagnostic and fit summaries for the modified Poisson GEE models.
Panel A. Model-level diagnostic and fit statistics
	Outcome
	Model
	N
	Townships
	Working correlation α
	Response-scale R²-type
	QIC
	QICu
	CIC

	LPD
	Model 1
	16,099
	108
	0.1070
	0.0295
	29,694
	29,629
	51.2

	LHD
	Model 1
	16,099
	108
	0.0305
	0.0133
	12,264
	12,241
	30.8

	LDD
	Model 1
	16,099
	108
	0.0816
	0.0294
	28,129
	28,070
	48.7

	LPD
	Model 2
	16,099
	108
	0.1090
	0.0288
	29,711
	29,643
	58.1

	LHD
	Model 2
	16,099
	108
	0.0291
	0.0219
	12,191
	12,164
	37.7

	LDD
	Model 2
	16,099
	108
	0.0828
	0.0289
	28,147
	28,083
	55.9


The response-scale R²-type measure was calculated as 1 − SSEfull/SSEnull using the fitted marginal means from the full model and an intercept-only GEE model based on the same observations, outcome distribution, and working correlation structure. It is not a conventional likelihood-based pseudo-R². QIC, quasi-likelihood under the independence model criterion; QICu, corrected QIC; CIC, correlation information criterion.
Panel B. Generalized variance inflation factors
	Model
	Term
	GVIF
	Df
	GVIF^(1/(2×Df))

	Model 1
	Sex
	1.028
	1
	1.014

	Model 1
	Age group
	2.567
	2
	1.266

	Model 1
	Nationality
	1.126
	1
	1.061

	Model 1
	Residence
	1.273
	1
	1.128

	Model 1
	Occupation
	3.200
	7
	1.087

	Model 1
	Treatment history
	1.025
	1
	1.012

	Model 1
	Comorbidity
	1.093
	1
	1.046

	Model 1
	Year of diagnosis
	1.057
	4
	1.007

	Model 2
	Sex
	1.028
	1
	1.014

	Model 2
	Age group
	2.588
	2
	1.268

	Model 2
	Nationality
	1.141
	1
	1.068

	Model 2
	Residence
	1.275
	1
	1.129

	Model 2
	Occupation
	3.242
	7
	1.088

	Model 2
	Treatment history
	1.042
	1
	1.021

	Model 2
	Comorbidity
	1.110
	1
	1.054

	Model 2
	Year of diagnosis
	1.083
	4
	1.010

	Model 2
	Patient source
	1.054
	3
	1.009

	Model 2
	Pathogen result
	1.054
	2
	1.013


The maximum GVIF^(1/(2×Df)) values were 1.266 for Model 1 and 1.268 for Model 2, indicating no important multicollinearity.
Supplementary Table S4. Exploratory associations of specific comorbidity types with long patient delay, long health system delay, and long diagnostic delay.
	Comorbidity type
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value

	Diabetes mellitus
	0.963
	0.901–1.029
	0.265
	0.904
	0.692–1.182
	0.461
	1.008
	0.941–1.080
	0.820

	Pneumoconiosis
	0.913
	0.800–1.042
	0.178
	0.840
	0.635–1.112
	0.224
	0.906
	0.782–1.050
	0.188

	Mental disorders
	1.116
	0.910–1.369
	0.293
	0.870
	0.425–1.780
	0.703
	0.853
	0.627–1.159
	0.309

	Other recorded comorbidities
	1.097
	1.051–1.146
	<0.001
	1.208
	1.041–1.401
	0.013
	1.151
	1.099–1.206
	<0.001


The overall comorbidity indicator in Model 1 was replaced by separate indicators for diabetes mellitus, pneumoconiosis, mental disorders, and other recorded comorbidities; all remaining Model 1 covariates were retained. aPR, adjusted prevalence ratio; CI, confidence interval.
Supplementary Table S5. Sensitivity analyses of the GEE models.
Panel A. Model 1 after exclusion of patients identified through active case finding
	Characteristic
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value

	Sex
	
	
	
	
	
	
	
	
	

	Male
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Female
	1.008
	0.978–1.038
	0.623
	1.031
	0.946–1.124
	0.484
	1.022
	0.987–1.058
	0.224

	Age, y
	
	
	
	
	
	
	
	
	

	≤18
	Ref
	
	
	Ref
	
	
	Ref
	
	

	19–64
	1.153
	1.008–1.318
	0.038
	0.840
	0.586–1.203
	0.341
	1.161
	1.009–1.336
	0.037

	≥65
	1.185
	1.031–1.362
	0.017
	0.655
	0.451–0.952
	0.027
	1.173
	1.009–1.363
	0.037

	Nationality
	
	
	
	
	
	
	
	
	

	Han
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Minority
	1.179
	1.118–1.243
	<0.001
	0.784
	0.637–0.966
	0.023
	1.209
	1.115–1.312
	<0.001

	Residence
	
	
	
	
	
	
	
	
	

	City
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Rural
	1.008
	0.948–1.071
	0.802
	0.787
	0.678–0.914
	0.002
	1.003
	0.929–1.084
	0.933

	Occupation
	
	
	
	
	
	
	
	
	

	Agricultural workers
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Industrial workers
	0.899
	0.802–1.007
	0.066
	1.096
	0.818–1.467
	0.539
	0.902
	0.778–1.046
	0.172

	Commercial service
	1.045
	0.923–1.183
	0.489
	0.966
	0.719–1.299
	0.820
	1.104
	0.936–1.302
	0.241

	Government and company employees
	0.913
	0.826–1.010
	0.077
	0.997
	0.691–1.438
	0.986
	0.916
	0.824–1.019
	0.106

	Students/Children
	0.914
	0.790–1.058
	0.229
	1.199
	0.834–1.723
	0.327
	0.969
	0.828–1.134
	0.694

	Household/Unemployed
	1.137
	1.065–1.212
	<0.001
	1.304
	1.139–1.493
	<0.001
	1.178
	1.095–1.267
	<0.001

	Retiree
	1.062
	1.001–1.127
	0.046
	1.165
	0.958–1.415
	0.126
	1.063
	0.982–1.150
	0.132

	Others
	0.941
	0.872–1.015
	0.115
	1.287
	1.073–1.545
	0.007
	0.966
	0.889–1.050
	0.412

	Treatment history
	
	
	
	
	
	
	
	
	

	Initial treatment
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Retreatment
	0.990
	0.957–1.023
	0.539
	0.901
	0.776–1.047
	0.173
	1.002
	0.964–1.041
	0.922

	Comorbidity
	
	
	
	
	
	
	
	
	

	Absent
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Present
	1.069
	1.030–1.109
	<0.001
	1.151
	1.006–1.316
	0.040
	1.116
	1.073–1.160
	<0.001

	Year of diagnosis
	
	
	
	
	
	
	
	
	

	2015
	Ref
	
	
	Ref
	
	
	Ref
	
	

	2016
	0.965
	0.910–1.025
	0.246
	0.706
	0.608–0.821
	<0.001
	0.910
	0.849–0.975
	0.008

	2017
	1.003
	0.958–1.051
	0.887
	0.887
	0.762–1.033
	0.123
	1.013
	0.959–1.069
	0.649

	2018
	0.968
	0.918–1.022
	0.240
	0.703
	0.580–0.851
	<0.001
	0.984
	0.913–1.061
	0.675

	2019
	0.974
	0.921–1.031
	0.367
	0.804
	0.688–0.940
	0.006
	0.990
	0.926–1.058
	0.757


The analysis excluded 457 patients identified through active case finding and included 15,642 patients from 108 townships. The covariate set and GEE specification were otherwise identical to the primary Model 1 analysis.
Panel B. Model 2 after exclusion of patients without an available pathogen result
	Characteristic
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value
	aPR
	95% CI
	P value

	Sex
	
	
	
	
	
	
	
	
	

	Male
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Female
	1.004
	0.974–1.034
	0.802
	1.029
	0.948–1.116
	0.498
	1.018
	0.983–1.055
	0.309

	Age, y
	
	
	
	
	
	
	
	
	

	≤18
	Ref
	
	
	Ref
	
	
	Ref
	
	

	19–64
	1.162
	1.019–1.324
	0.025
	0.885
	0.617–1.270
	0.508
	1.187
	1.034–1.362
	0.015

	≥65
	1.196
	1.045–1.368
	0.009
	0.734
	0.502–1.073
	0.111
	1.205
	1.040–1.396
	0.013

	Nationality
	
	
	
	
	
	
	
	
	

	Han
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Minority
	1.170
	1.113–1.231
	<0.001
	0.796
	0.646–0.981
	0.032
	1.207
	1.119–1.301
	<0.001

	Residence
	
	
	
	
	
	
	
	
	

	City
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Rural
	1.007
	0.951–1.067
	0.801
	0.770
	0.652–0.910
	0.002
	1.004
	0.928–1.086
	0.921

	Occupation
	
	
	
	
	
	
	
	
	

	Agricultural workers
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Industrial workers
	0.916
	0.824–1.019
	0.106
	1.052
	0.781–1.418
	0.737
	0.931
	0.809–1.071
	0.315

	Commercial service
	1.059
	0.939–1.195
	0.349
	0.977
	0.705–1.353
	0.888
	1.107
	0.941–1.303
	0.219

	Government and company employees
	0.901
	0.812–0.999
	0.047
	0.956
	0.682–1.338
	0.791
	0.896
	0.805–0.998
	0.046

	Students/Children
	0.917
	0.795–1.058
	0.237
	1.187
	0.818–1.724
	0.366
	0.961
	0.822–1.123
	0.615

	Household/Unemployed
	1.135
	1.064–1.210
	<0.001
	1.346
	1.174–1.543
	<0.001
	1.174
	1.093–1.261
	<0.001

	Retiree
	1.062
	1.002–1.127
	0.044
	1.154
	0.946–1.407
	0.157
	1.058
	0.979–1.143
	0.152

	Others
	0.948
	0.883–1.019
	0.147
	1.309
	1.087–1.577
	0.005
	0.975
	0.900–1.056
	0.534

	Treatment history
	
	
	
	
	
	
	
	
	

	Initial treatment
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Retreatment
	0.986
	0.952–1.021
	0.441
	0.934
	0.807–1.082
	0.365
	0.998
	0.960–1.039
	0.939

	Comorbidity
	
	
	
	
	
	
	
	
	

	Absent
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Present
	1.067
	1.029–1.106
	<0.001
	1.169
	1.021–1.338
	0.024
	1.115
	1.073–1.159
	<0.001

	Year of diagnosis
	
	
	
	
	
	
	
	
	

	2015
	Ref
	
	
	Ref
	
	
	Ref
	
	

	2016
	0.961
	0.905–1.020
	0.190
	0.738
	0.633–0.861
	<0.001
	0.906
	0.845–0.971
	0.005

	2017
	1.004
	0.957–1.053
	0.876
	0.935
	0.804–1.086
	0.379
	1.011
	0.956–1.069
	0.706

	2018
	0.968
	0.919–1.020
	0.228
	0.737
	0.612–0.887
	0.001
	0.987
	0.916–1.065
	0.743

	2019
	0.970
	0.919–1.025
	0.282
	0.863
	0.753–0.988
	0.033
	0.993
	0.930–1.059
	0.825

	Patient source
	
	
	
	
	
	
	
	
	

	Symptomatic visits to TB-designated facilities
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Symptomatic visits to non-TB-designated facilities
	1.008
	0.962–1.057
	0.727
	1.185
	0.983–1.430
	0.076
	0.996
	0.940–1.056
	0.895

	Active case finding
	0.930
	0.853–1.015
	0.106
	1.747
	1.316–2.319
	<0.001
	0.986
	0.893–1.088
	0.775

	Others
	1.104
	0.914–1.333
	0.304
	3.154
	1.929–5.157
	<0.001
	1.286
	1.044–1.583
	0.018

	Pathogen result
	
	
	
	
	
	
	
	
	

	Negative
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Positive
	1.040
	1.000–1.082
	0.051
	0.666
	0.584–0.759
	<0.001
	1.028
	0.977–1.082
	0.283


The analysis excluded 72 patients without an available pathogen result and included 16,027 patients from 108 townships. Among patients with an available result, pathogen result was modeled as negative versus positive, with negative as the reference category.
Panel C. Model 1 using log-transformed continuous delay durations
	Characteristic
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aGMR
	95% CI
	P value
	aGMR
	95% CI
	P value
	aGMR
	95% CI
	P value

	Sex
	
	
	
	
	
	
	
	
	

	Male
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Female
	1.019
	0.973–1.068
	0.415
	1.011
	0.978–1.045
	0.520
	1.029
	0.991–1.069
	0.132

	Age, y
	
	
	
	
	
	
	
	
	

	≤18
	Ref
	
	
	Ref
	
	
	Ref
	
	

	19–64
	1.373
	1.181–1.598
	<0.001
	1.023
	0.847–1.236
	0.810
	1.253
	1.090–1.440
	0.001

	≥65
	1.471
	1.265–1.711
	<0.001
	0.958
	0.792–1.159
	0.662
	1.282
	1.108–1.482
	<0.001

	Nationality
	
	
	
	
	
	
	
	
	

	Han
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Minority
	1.279
	1.208–1.355
	<0.001
	0.713
	0.649–0.783
	<0.001
	1.141
	1.092–1.192
	<0.001

	Residence
	
	
	
	
	
	
	
	
	

	City
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Rural
	1.126
	1.028–1.235
	0.011
	0.985
	0.884–1.097
	0.778
	1.077
	1.001–1.159
	0.046

	Occupation
	
	
	
	
	
	
	
	
	

	Agricultural workers
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Industrial workers
	0.855
	0.718–1.019
	0.081
	1.039
	0.901–1.198
	0.601
	0.939
	0.834–1.057
	0.298

	Commercial service
	1.125
	0.944–1.341
	0.188
	1.084
	0.933–1.260
	0.293
	1.094
	0.921–1.300
	0.304

	Government and company employees
	0.797
	0.705–0.900
	<0.001
	1.034
	0.871–1.227
	0.701
	0.875
	0.791–0.968
	0.009


Panel C (continued). Model 1 using log-transformed continuous delay durations
	Characteristic
	Patient delay
	Health system delay
	Total diagnostic delay

	
	aGMR
	95% CI
	P value
	aGMR
	95% CI
	P value
	aGMR
	95% CI
	P value

	Students/Children
	0.841
	0.699–1.013
	0.068
	1.165
	0.976–1.391
	0.090
	0.906
	0.786–1.045
	0.176

	Household/Unemployed
	1.148
	1.059–1.245
	<0.001
	1.228
	1.153–1.309
	<0.001
	1.152
	1.078–1.232
	<0.001

	Retiree
	1.058
	0.960–1.167
	0.256
	1.162
	1.079–1.251
	<0.001
	1.083
	0.998–1.175
	0.055

	Others
	0.838
	0.748–0.938
	0.002
	1.288
	1.185–1.400
	<0.001
	0.966
	0.888–1.049
	0.409

	Treatment history
	
	
	
	
	
	
	
	
	

	Initial treatment
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Retreatment
	1.046
	0.978–1.117
	0.188
	0.942
	0.885–1.002
	0.059
	1.026
	0.973–1.080
	0.343

	Comorbidity
	
	
	
	
	
	
	
	
	

	Absent
	Ref
	
	
	Ref
	
	
	Ref
	
	

	Present
	1.162
	1.097–1.232
	<0.001
	1.040
	0.969–1.116
	0.278
	1.118
	1.071–1.166
	<0.001

	Year of diagnosis
	
	
	
	
	
	
	
	
	

	2015
	Ref
	
	
	Ref
	
	
	Ref
	
	

	2016
	0.952
	0.846–1.071
	0.415
	0.908
	0.856–0.963
	0.001
	0.938
	0.874–1.008
	0.081

	2017
	1.032
	0.948–1.124
	0.460
	0.967
	0.878–1.065
	0.495
	0.993
	0.933–1.056
	0.813

	2018
	0.999
	0.913–1.094
	0.990
	0.886
	0.773–1.015
	0.081
	0.927
	0.850–1.011
	0.087

	2019
	0.976
	0.874–1.089
	0.665
	0.992
	0.919–1.071
	0.833
	0.976
	0.886–1.074
	0.616


Delay durations were analyzed after log(delay + 1) transformation. Exponentiated coefficients are presented as adjusted ratios of geometric means for delay + 1; values greater than 1 indicate a longer delay. The analysis included 16,099 patients from 108 townships and used township-clustered GEE with an exchangeable working correlation structure and robust sandwich standard errors. aGMR, adjusted geometric mean ratio; CI, confidence interval.
Supplementary Table S6. Sensitivity analysis comparing exchangeable and independence working correlation structures.
Panel A. Overall agreement between working correlation structures
	Outcome
	Model
	Non-reference coefficients, n
	Direction consistent, n (%)
	Significance changes, n
	Median relative change in aPR (%)
	Maximum relative PR change (%)

	Long patient delay
	Model 1
	18
	16 (88.9)
	3
	3.77
	15.72

	Long health system delay
	Model 1
	18
	15 (83.3)
	1
	2.45
	26.97

	Long diagnostic delay
	Model 1
	18
	15 (83.3)
	3
	2.80
	21.09

	Long patient delay
	Model 2
	23
	19 (82.6)
	4
	5.04
	15.63

	Long health system delay
	Model 2
	23
	20 (87.0)
	1
	4.30
	25.16

	Long diagnostic delay
	Model 2
	23
	19 (82.6)
	4
	2.89
	21.29


Panel B. Associations whose statistical significance changed
	Outcome
	Model
	Term
	Exchangeable aPR (95% CI)
	P value
	Independence aPR (95% CI)
	P value

	Long patient delay
	Model 1
	Government and company employees
	0.897 (0.807–0.996)
	0.042
	0.907 (0.772–1.065)
	0.232

	Long patient delay
	Model 1
	Retiree
	1.060 (0.998–1.125)
	0.058
	1.194 (1.105–1.290)
	<0.001

	Long patient delay
	Model 1
	Comorbidity: present
	1.070 (1.031–1.111)
	<0.001
	1.015 (0.964–1.068)
	0.573

	Long health system delay
	Model 1
	Minority nationality
	0.800 (0.651–0.984)
	0.034
	1.016 (0.791–1.306)
	0.899

	Long diagnostic delay
	Model 1
	Commercial service
	1.107 (0.939–1.305)
	0.225
	1.181 (1.001–1.394)
	0.049

	Long diagnostic delay
	Model 1
	Government and company employees
	0.895 (0.803–0.997)
	0.043
	0.915 (0.782–1.070)
	0.268

	Long diagnostic delay
	Model 1
	Retiree
	1.057 (0.978–1.143)
	0.158
	1.194 (1.097–1.299)
	<0.001

	Long patient delay
	Model 2
	Government and company employees
	0.900 (0.812–0.998)
	0.046
	0.911 (0.777–1.068)
	0.251

	Long patient delay
	Model 2
	Retiree
	1.058 (0.997–1.124)
	0.064
	1.194 (1.106–1.290)
	<0.001

	Long patient delay
	Model 2
	Comorbidity: present
	1.066 (1.028–1.105)
	<0.001
	1.014 (0.967–1.063)
	0.574

	Long patient delay
	Model 2
	Active case finding
	0.931 (0.854–1.017)
	0.112
	0.850 (0.747–0.966)
	0.013

	Long health system delay
	Model 2
	Minority nationality
	0.794 (0.646–0.977)
	0.029
	0.994 (0.780–1.267)
	0.962

	Long diagnostic delay
	Model 2
	Government and company employees
	0.895 (0.803–0.997)
	0.043
	0.915 (0.783–1.070)
	0.266

	Long diagnostic delay
	Model 2
	Retiree
	1.056 (0.978–1.141)
	0.164
	1.193 (1.097–1.296)
	<0.001

	Long diagnostic delay
	Model 2
	Other patient source
	1.285 (1.045–1.581)
	0.018
	1.261 (0.991–1.606)
	0.059

	Long diagnostic delay
	Model 2
	No pathogen result
	0.935 (0.771–1.135)
	0.497
	0.791 (0.634–0.987)
	0.038


Direction consistency indicates that estimates remained on the same side of the null value (aPR = 1). A statistical significance change indicates that the two-sided P value crossed the 0.05 threshold between the exchangeable and independence working correlation structures. Several changes in statistical significance involved estimates close to the null value. The association between minority nationality and long health system delay was notably sensitive to the working correlation specification. aPR, adjusted prevalence ratio; CI, confidence interval.
Supplementary Table S7. Global spatial autocorrelation under the primary and eight-nearest-neighbor spatial-weight specifications.
	Outcome
	Spatial-weight specification
	Moran’s I
	P value

	Long patient delay
	Primary inverse-distance specification
	0.318
	<0.001

	Long patient delay
	Eight-nearest-neighbor specification
	0.619
	<0.001

	Long health system delay
	Primary inverse-distance specification
	0.495
	<0.001

	Long health system delay
	Eight-nearest-neighbor specification
	0.437
	<0.001

	Long diagnostic delay
	Primary inverse-distance specification
	0.432
	<0.001

	Long diagnostic delay
	Eight-nearest-neighbor specification
	0.610
	<0.001


Positive and statistically significant global spatial autocorrelation was observed for all three delay outcomes under both spatial-weight specifications. The principal conclusion of spatial clustering was therefore robust to the alternative weight specification.
Supplementary Table S8. Township case-count distribution and empirical Bayes smoothing diagnostics.
Panel A. Distribution of PTB case counts across the 108 townships
	Number of townships
	Minimum
	Q1
	Median
	Q3
	Maximum

	108
	24
	76
	114
	191
	659


Panel B. Comparison of crude and empirical Bayes-smoothed long-delay proportions
	Outcome
	Raw–EB correlation
	Median absolute change
	Maximum absolute change
	Median absolute change (%)
	Maximum absolute change (%)

	Long patient delay
	0.999
	0.00601
	0.0426
	0.601
	4.26

	Long health system delay
	0.990
	0.00923
	0.0866
	0.923
	8.66

	Long diagnostic delay
	0.999
	0.00713
	0.0635
	0.713
	6.35


Panel C. Global spatial autocorrelation based on crude and EB-smoothed proportions
	Outcome
	Crude Moran’s I
	Z-score
	P value
	EB Moran’s I
	Z-score
	P value

	Long patient delay
	0.318
	5.155
	<0.001
	0.317
	5.124
	<0.001

	Long health system delay
	0.495
	7.939
	<0.001
	0.505
	8.091
	<0.001

	Long diagnostic delay
	0.432
	6.941
	<0.001
	0.427
	6.872
	<0.001


Panel D. Agreement in local spatial classifications between crude and EB-smoothed analyses
	Analysis
	Outcome
	Agreement, n (%)

	Getis-Ord Gi*
	LPD
	108 (100)

	Getis-Ord Gi*
	LHD
	106 (98.1)

	Getis-Ord Gi*
	LDD
	107 (99.1)

	Anselin Local Moran’s I
	LPD
	107 (99.1)

	Anselin Local Moran’s I
	LHD
	102 (94.1)

	Anselin Local Moran’s I
	LDD
	99 (91.7)


[bookmark: _GoBack]EB, empirical Bayes. Raw–EB correlation refers to the correlation between crude and EB-smoothed township-level proportions. Absolute changes are presented in proportion units and percentage points, respectively. Panels C and D used the same spatial specifications as the corresponding primary analyses. Agreement indicates retention of the same hot spot, cold spot, or nonsignificant classification for Gi*, and the same HH, LL, HL, LH, or nonsignificant classification for LISA.
Supplementary Table S9A. Summary of agreement in local spatial clusters across spatial-weight specifications.
	Outcome
	Primary significant clusters, n
	8-NN significant clusters, n
	Stable significant clusters, n
	Primary-only clusters, n
	8-NN-only clusters, n
	Direction/type switches, n
	Agreement, n (%)

	Getis-Ord Gi*

	LPD
	25
	46
	25
	0
	21
	0
	87 (80.6%)

	LHD
	47
	38
	34
	13
	4
	0
	91 (84.3%)

	LDD
	24
	37
	20
	4
	17
	0
	87 (80.6%)

	Local Moran’s I (LISA)

	LPD
	22
	46
	22
	0
	24
	0
	84 (77.8%)

	LHD
	40
	26
	23
	17
	3
	0
	88 (81.5%)

	LDD
	28
	30
	17
	11
	13
	0
	84 (77.8%)


LPD, long patient delay; LHD, long health system delay; LDD, long diagnostic delay; 8-NN, eight-nearest-neighbor specification.
Stable significant clusters were statistically significant under both specifications and retained the same hot/cold direction for Gi* or the same LISA cluster type.
For Gi*, agreement means the same hot/ cold direction or nonsignificance under both specifications, irrespective of the 90%, 95%, or 99% confidence bin.
For LISA, agreement means the same COType (HH, LL, LH, or HL) or nonsignificance under both specifications.
The Gi* 8-NN output reports nine neighbors because the focal township is included in the Gi* neighborhood count; the corresponding LISA output reports eight neighbors.
No township switched directly between hot and cold status in Gi*, and no township switched between significant LISA cluster types.
Township names use the author-supplied English transliterations; all 108 Chinese–English name pairs matched one-to-one without missing or duplicate records.


Supplementary Table S9B. Township clusters stable or sensitive to the spatial-weight specification.
	Outcome
	Cluster type
	Primary, n
	8-NN, n
	Stable, n
	Stable under both specifications
	Primary only
	8-NN only
	Switched cluster type

	Getis-Ord Gi*

	LPD
	Hot spot
	12
	27
	12
	Zhicheng, Wuyanquan, Niejiahe, Panjiawan, Yaojiadian, Gaobazhou, Maopingchang, Yangping, Moshi, Yazikou, Huoshaoping, Dayan
	—
	Caihua, Changleping, Niuzhuang, Yuyangguan, Renheping, Fujiayan, Wantan, Wufeng, Wangjiafan, Songmuping, Hekou, Jiuxian, Ziqiu, Duzhenwan, Longzhouping
	—

	LPD
	Cold spot
	13
	19
	13
	Xiakou, Taipingxi, Guojiaba, Xietan, Shazhenxi, Lianghekou, Jiuwanxi, Moping, Guizhou, Maoping, Quyuan, Shuitianba, Meijiahe
	—
	Gaoqiao, Nanyang, Zhaojun, Dengcun, Xiabaoping, Yanglinqiao
	—

	LHD
	Hot spot
	32
	22
	22
	Wanshouqiao, Wujiagang, Dagongqiao, Wujia, Baotahe, Longquan, Yuyang, Yuxi, Baling, Herong, Banyue, Yuquan, Miaoqian, Wangdian, Lianghe, Lianpeng, Huya, Yunji, Gezhouba, Yaowan, Nanyuan, Xiling
	Xiaoxita, Yaqueling, Honghuatao, Caobuhu, Aijia, Dianjun, Qiaobian, Yemingzhu, Xiba, Xueyuan
	—
	—

	LHD
	Cold spot
	15
	16
	12
	Renheping, Zhicheng, Wuyanquan, Niejiahe, Panjiawan, Yaojiadian, Wangjiafan, Gujiadian, Hekou, Jiuxian, Yangping, Moshi
	Caihua, Dongshi, Maopingchang
	Yuyangguan, Songmuping, Hehua, Dayan
	—

	LDD
	Hot spot
	11
	16
	7
	Wuyanquan, Niejiahe, Panjiawan, Moshi, Yazikou, Huoshaoping, Gaojiayan
	Wujiagang, Honghuatao, Aijia, Lianpeng
	Changleping, Renheping, Fujiayan, Wangjiafan, Gezhouba, Ziqiu, Duzhenwan, Dayan, Longzhouping
	—

	LDD
	Cold spot
	13
	21
	13
	Xiakou, Gaoqiao, Taipingxi, Guojiaba, Xietan, Shazhenxi, Lianghekou, Jiuwanxi, Moping, Guizhou, Quyuan, Shuitianba, Meijiahe
	—
	Nanyang, Gufu, Huangliang, Zhaojun, Dengcun, Xiabaoping, Yanglinqiao, Maoping
	—

	Local Moran’s I (LISA)

	LPD
	HH
	10
	24
	10
	Renheping, Wuyanquan, Niejiahe, Panjiawan, Yaojiadian, Gaobazhou, Maopingchang, Yangping, Moshi, Yazikou
	—
	Caihua, Niuzhuang, Fujiayan, Wantan, Wufeng, Zhicheng, Wangjiafan, Songmuping, Hekou, Ziqiu, Huoshaoping, Duzhenwan, Dayan, Longzhouping
	—

	LPD
	LL
	12
	19
	12
	Xiakou, Taipingxi, Guojiaba, Xietan, Shazhenxi, Lianghekou, Jiuwanxi, Moping, Guizhou, Quyuan, Shuitianba, Meijiahe
	—
	Gaoqiao, Nanyang, Zhaojun, Dengcun, Xiabaoping, Yanglinqiao, Maoping
	—

	LPD
	LH
	0
	3
	0
	—
	—
	Changleping, Yuyangguan, Gujiadian
	—

	LPD
	HL
	0
	0
	0
	—
	—
	—
	—




Supplementary Table S9B (continued). Township clusters stable or sensitive to the spatial-weight specification.
	Outcome
	Cluster type
	Primary, n
	8-NN, n
	Stable, n
	Stable under both specifications
	Primary only
	8-NN only
	Switched cluster type

	Local Moran’s I (LISA)

	LHD
	HH
	22
	11
	10
	Wujiagang, Wujia, Longquan, Yuyang, Baling, Herong, Lianghe, Huya, Nanyuan, Xiling
	Wanshouqiao, Baotahe, Xiaoxita, Wangdian, Aijia, Dianjun, Qiaobian, Yemingzhu, Yunji, Gezhouba, Yaowan, Xueyuan
	Banyue
	—

	LHD
	LL
	14
	13
	11
	Renheping, Zhicheng, Wuyanquan, Niejiahe, Panjiawan, Yaojiadian, Wangjiafan, Gujiadian, Hekou, Jiuxian, Yangping
	Majiadian, Dongshi, Maopingchang
	Yuyangguan, Songmuping
	—

	LHD
	LH
	2
	1
	1
	Lianpeng
	Honghuatao
	—
	—

	LHD
	HL
	2
	1
	1
	Moshi
	Yuxiakou
	—
	—

	LDD
	HH
	15
	12
	4
	Niejiahe, Moshi, Yazikou, Huoshaoping
	Wanshouqiao, Dagongqiao, Honghuatao, Wuyanquan, Panjiawan, Aijia, Dianjun, Lianpeng, Nanyuan, Xiling, Xueyuan
	Renheping, Fujiayan, Wangjiafan, Gezhouba, Ziqiu, Duzhenwan, Dayan, Longzhouping
	—

	LDD
	LL
	13
	16
	13
	Xiakou, Gaoqiao, Taipingxi, Guojiaba, Xietan, Shazhenxi, Lianghekou, Jiuwanxi, Moping, Guizhou, Quyuan, Shuitianba, Meijiahe
	—
	Nanyang, Zhaojun, Dengcun
	—

	LDD
	LH
	0
	2
	0
	—
	—
	Changleping, Yuyangguan
	—

	LDD
	HL
	0
	0
	0
	—
	—
	—
	—




Supplementary Table S10. County-level proportions and township-level ranges of long diagnostic delay indicators among PTB patients in Yichang, 2015–2019.
	County
	Townships, N
	Cases, N
	County-level
	Township-level range

	
	
	
	LPD, %
	LHD, %
	LDD, %
	LPD, %
	LHD, %
	LDD, %

	Wufeng Tujia Autonomous County
	8
	972
	66.770
	5.350
	52.675
	58.696–78.431
	0.980–10.714
	41.739–64.286

	Wujiagang District
	5
	660
	66.515
	19.848
	61.667
	51.429–70.714
	15.000–27.551
	54.286–64.286

	Xingshan County
	8
	837
	55.317
	12.306
	44.564
	51.351–60.938
	7.339–20.312
	37.615–51.163

	Yiling District
	12
	2002
	47.752
	13.836
	41.059
	40.404–60.976
	5.000–19.512
	32.323–51.220

	Yidu City
	10
	1793
	83.993
	3.346
	66.648
	78.261–89.922
	0.730–4.651
	59.375–75.969

	Dangyang City
	10
	1321
	60.257
	25.814
	59.500
	48.113–67.308
	20.755–30.000
	49.057–67.290

	Zhijiang City
	8
	1328
	52.786
	7.530
	42.922
	48.529–60.000
	4.678–10.897
	31.373–48.182

	Dianjun District
	5
	419
	66.110
	18.377
	61.575
	63.158–71.053
	10.811–23.684
	55.263–64.865

	Xiaoting District
	4
	269
	61.338
	17.844
	56.134
	55.556–70.833
	11.111–29.167
	48.718–66.667

	Zigui County
	12
	1681
	29.982
	12.790
	22.427
	24.490–35.227
	8.163–19.737
	15.556–27.632

	Xiling District
	8
	1361
	67.524
	17.046
	62.528
	63.235–73.913
	13.043–30.000
	54.348–71.910

	Yuan'an County
	7
	952
	83.193
	2.311
	63.025
	80.597–89.062
	0.000–4.615
	59.204–70.769

	Changyang Tujia Autonomous County
	11
	2504
	83.427
	13.738
	76.198
	77.083–87.255
	11.275–17.500
	67.708–79.560


Abbreviations: LPD, long patient delay; LHD, long health system delay; LDD, long diagnostic delay.

image3.png
' Getis-Ord Gi*

D LPD E LHD FLDD - Hot Spot - 90% Confidence
ot Spot - 95% Confidence

|: Not Significant
.~ High-High Cluster
B High-Low Outlier

0 1530 60 90 120 B Low-High Outlier
km E Low-Low Cluster

B Cold Spot - 99% Confidence
- Cold Spot - 95% Confidence
. Cold Spot - 90% Confidence




image1.png
N

A A Patient delay

01020 40 o60 80
B B I km

median(days)

[ 19.00 -

13.50

S50 - 18.50
50 -24.00
.00 - 33.00
.00 - 40.00

B Health system delay

C Total delay

-20.00
-26.50
- 33.00
- 37.00
-42.00




image2.png
Zhenzi

. Zhangcunping
Nanyang Xingshan

Huangliang

Shuiyuesi SR

Gaoqiao

Yuan'an

Xiakou

Wuduhe - Maopingchang
Shuitianba Jiuxian
Xietan Xiabaoping
Dengcun Mingfeng
Guizhou Quyuan Fenxiang
Shazhenxi Ylhng Hualinsi Miaoqian
L Huanghua
Meijiahe Zioui Taipingxi
1gu1. , Letianx1
Guojiaba
: Lianghekou o
Moping [ Maoping o X1aoxita Dangyang |
andouping emingzhu Longquan . Baling
- n uy
a0k
S Xifa _ .. Wangdian Herong
Yanglingiao QlaoblanDianju thng _
Tucheng YunmR\»of uan Lianghe

Dianjun  wanshougiao

Wujiagang Yaqueling
Langping Hejiaping Lianpeng Aijia Wujjz
Gaojiayan Huya
Xiaoting .
Honghuatao e Xiannv
Yazikou Longzhouping Yunc
Huoshaoping &
Zhijian
Yuxiakou Changyang Jlang

Gaobazhou Bai L

alyang Dongshi Majiadian
Ziqiu
Lucheng

Bailizhou

Fujiayan Duzhenwan

Wuyanquan ~ Yaojiadian

Gujiadian
Yidu
Panjiawan  Niejiahe

. Zhicheng
Niuzhuang

Caihua Wufeng Changleping
Wangjiafan

A\

WUfeng Yuyangguan Songmuping

Renheping

Wantan

40 60 80
B B B KM





1

Supplementary

Material

Supplementary

Figures

Supplementary

Figure

S1.

Spatial

distribution

of

median

diagnostic

delay

times

for

PTB

at

the

township

level

in

Yichang

City,

2015

–

2019.

Supplementary

Figure

S2.

Administrative

divisions

of

Yichang

City

at

the

township

level.

Supplementary

Figure

S3.

Sensitivity

analysis

of

local

spatial

patterns

of

long

diagnostic

delays

using

eight-nearest-neighbor

spatial

weights.

Supplementary

Tables

Supplementary

Table

S1.

Associations

of

prespecified

baseline

covariates

with

long

patient

delay,

long

health

system

delay,

and

long

diagnostic

delay

in

Model

1.

Supplementary

Table

S2.

Associations

of

prespecified

covariates

with

long

patient

delay,

long

health

system

delay,

and

long

diagnostic

delay

in

extended

Model

2.

Supplementary

Table

S3.

GEE

model

diagnostics

and

fit

statistics.

Supplementary

Table

S4.

Exploratory

GEE

analyses

of

specific

comorbidity

types.

Supplementary

Table

S5.

Sensitivity

analyses

of

the

GEE

models.

Supplementary

Table

S6.

Sensitivity

analysis

of

the

working

correlation

structure.

Supplementary

Table

S7.

Global

spatial

autocorrelation

under

the

primary

and

eight-nearest-neighbor

spatial-weight

specifications.

Supplementary

Table

S8.

Township

case-count

distribution

and

empirical

Bayes

smoothing

diagnostics.

Supplementary

Table

S9A.

Summary

of

agreement

in

local

spatial

clusters

across

spatial-weight

specifications.

Supplementary

Table

S9B.

Township

clusters

stable

or

sensitive

to

the

spatial-weight

specification.

Supplementary

Table

S10.

County-level

proportions

and

township-level

ranges

of

long

diagnostic

delay

indicators

among

PTB

patients

in

Yichang,

2015

–

2019.

