	Table S1. Predominant phylotypes detected by clone library method in 22 subjects

	Sample
	Order
	Predominant Phylotype

	
	
	(A)
	(B)
	(C)

	Saliva
	first
	Streptococcus
	Streptococcus
	Streptococcus

	
	second
	Prevotella
	 Lactobacillus
	Pseudomonas

	
	third
	Lactobacillus
	Prevotella
	Klebsiella

	
	
	
	
	

	Tracheal aspirate
	first
	Streptococcus
	Streptococcus
	Streptococcus

	
	second
	 Lactobacillus
	Klebsiella
	Klebsiella

	
	third
	Neisseria
	Neisseria
	Pseudomonas

	

	(A)=samples collected within 2 hours after intubation, (B)=samples collected just before administration of antibiotics, (C)=samples collected 48-72 h after the administration of antibiotics
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