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Supplementary Fig. S1. Causal effects of lung Squamous Cell Carcinoma on immune cells concentration. SNP, single nucleotide polymorphisms. 
a: MR leave-one-out plot between CD28 on resting CD4 regulatory T cell and LUSC; 
b: MR leave-one-out plot between CCR2 on monocyte and LUSC; 
c: MR leave-one-out plot between SSC-A on lymphocyte and LUSC;
d: MR leave-one-out plot between HLA DR on CD33- HLA DR+ and LUSC;
e: MR leave-one-out plot between CD20 on IgD- CD24- B cell and LUSC;
f: MR leave-one-out plot between CD45RA+ CD28- CD8+ T cell %T cell and LUSC;
g: MR leave-one-out plot between HLA DR on Dendritic Cell and LUSC;
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Supplementary Fig. S2. Forest plots for the Mendelian randomization (MR) leave-one-out analysis of the significant inverse variance weighted (IVW) estimates.  a: MR leave-one-out plot between CD28 on resting CD4 regulatory T cells and LUSC; 
b: MR leave-one-out plot between CD45RA+ CD28- CD8+ T cell %T cell and LUSC; c: MR leave-one-out plot between CCR2 on monocytes and LUSC.
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