Supplementary Figure 1. Change from baseline in nutritional parameters (entire cohort)
[image: ]
Supplementary Figure 2A. Love plot of standardized mean differences
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Supplementary Figure 2B. Propensity score distribution and common support
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Supplementary Figure 2C. Matching diagram
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Covariate balance before and after propensity score matching
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Bold = included in the propensity score model. Optimal 1:1 matching, exact on tumor location, caliper 0.2xSD(logit).
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Distribution of propensity scores

= 62)

After matching (n

99)

Before matching (n

IV/////G
NN
I////////////

f//////
AlAAAIIAARES
AANNNNNNNNNNNNNN

NNNNNNNNNNN

Propensity score




image4.png
Matching structure — 31 pairs from 45 PPG and 54 PG patients
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Matching was performed within each tumor location(exact matching). A pair was formed only when the two patients differed

by less than 0.184 on the logit propensity score (caliper = 0.2 x SD).




