Supplementary Table 1. Relative protein intensities of 12 candidate proteins identified 
during preliminary proteomic screening.
	Protein
	Benign prostatic hyperplasia (n=40)
	Prostate cancer (n=40)
	P value

	GDF15
	0.055 ± 0.256
	0.532 ± 0.341
	<0.001

	SLPI
	0.144 ± 0.497
	0.825 ± 0.505
	<0.001

	PSAP
	0.509 ± 0.339
	1.024 ± 0.417
	<0.001

	CST1
	-2.992 ± 0.097
	-2.781 ± 0.085
	<0.001

	CSTB
	-1.111 ± 0.397
	-0.757 ± 0.365
	<0.001

	CHGB
	-0.203 ± 0.251
	0.115 ± 0.387
	<0.001

	ANGPTL4
	-1.285 ± 0.501
	-0.789 ± 0.529
	<0.001

	PLA2G2A
	-0.502 ± 0.335
	-0.296 ± 0.425
	0.018

	RNASE1
	1.214 ± 0.553
	1.691 ± 0.815
	0.003

	FABP5
	0.512 ± 0.347
	0.820 ± 0.441
	<0.001

	CRIP1
	-0.363 ± 0.412
	-0.143 ± 0.385
	0.016

	SOST
	-2.241 ± 0.511
	-1.928 ± 0.603
	0.014


Notes: Data are presented as mean ± standard deviation. Protein intensity represents normalized relative abundance derived from the DIA proteomic analysis and does not represent an absolute protein concentration.
