Supplementary Figure Legends
Figure S1 The Kaplan–Meier analysis of disease-free survival time based on the mutation status of fourteen genes. The log-rank test was used to calculate the p-values. The gene names are shown on the top left side of each survival curve. 
Figure S2 The Kaplan–Meier analysis of disease-free survival time based on the mutation status of six genes. The statistical test and the gene name notation are the same as in Figure S1.
Figure S3 Sanger sequencing results for five mutation sites in five genes from three breast cancer patients. Each column represents a patient. The sequencing chromatograms shows the sequences, nucleotide frequencies and mutations. The notations are the same as in Figure 4. The visualization was performed with Chromas (version 2.6.6). All 15 Sanger sequencing results are consistent with the WES results.


Supplementary Table Legends
Table S1 The list of all enriched GO terms and KEGG pathways.
Table S2 The PCR primer sequences for the 5 genes listed in the table.

