Both candidate gene and neutral genetic diversity correlate with parasite resistance in female Mediterranean mouflon
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Additional file 3
Table S4: Variables used in genetic mixed-effects linear models and relative Variance Inflation Factors values (VIF) for both FEC and FOC in the three model sets: (i) sMLH + DRB1 heterozygosity status (H_DRB1), (ii) sMLH + presence of specific DRB1 alleles (R1, R2 and R3, for *0324, *07012 * and *0114, respectively) and (iii) sMLH + DRB1genotypes (G_DRB1). SMI stands for the body condition, sMLH is the multilocus heterozygosity, age is the age class of individuals, Julian day is the Julian day of sampling and time lapse represent the time elapsed between sampling and coproscopic analyses. Non-genetic terms were retained in the first step of the inferential approach (see main text). All models included the individual identity and the year of sampling as random effects.
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	SMI
1.02
	Age-class 2
	Age-class 3
	Time lapse
	Julian day
	H_DRB1  
	sMLH
	sMLH²
	
	
	
	

	
	1.06
	1.09
	1.45
	1.43
	1.05
	1.02
	1.04
	
	
	
	

	model set (ii)
	
	
	
	
	
	
	
	
	

	SMI
1.05
	Age-class 2
	Age-class 3
	Time lapse
	Julian day
	R1 
	R2
	R3
	sMLH
	sMLH²
	

	
	1.06
	1.12
	1.47
	1.45
	1.49
	1.64
	1.27
	1.05
	1.13
	

	model set (iii)
	
	
	
	
	
	
	
	
	

	SMI
1.06
	Age-class 2
	Age-class 3
	Time lapse
	Julian day
	G_DRB1 B
	G_DRB1 C
	G_DRB1 D
	G_DRB1 E
	sMLH
	sMLH²

	
	1.07
	1.12
	1.48
	1.46
	1.35
	1.25
	1.25
	1.17
	1.05
	1.22
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	SMI
1.01
	H_DRB1  
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	sMLH²
	
	
	
	
	
	
	

	
	1.02
	1.00
	1.01
	
	
	
	
	
	
	

	model set (ii)
	
	
	
	
	
	
	
	
	

	SMI
	R1 
	R2
	R3
	sMLH
	sMLH²
	
	
	
	
	

	1.02
	1.47
	1.52
	1.25
	1.03
	1.08
	
	
	
	
	

	model set (iii)
	
	
	
	
	
	
	
	
	

	SMI
1.04
	G_DRB1 B
	G_DRB1 C
	G_DRB1 D
	G_DRB1 E
	sMLH
	sMLH²
	
	
	
	

	
	1.29
	1.25
	1.23
	1.11
	1.03
	1.18
	
	
	
	





[bookmark: _GoBack]Table S5: Model selection of mixed-effects models based on corrected Akaike’s Information Criterion (AICc) for testing the effects of quadratic terms of sMLH on parasite resistance as measured by FOC and FEC in the three model sets: (i) sMLH + DRB1 heterozygosity status (H_DRB1), (ii) sMLH + presence of specific DRB1 alleles (R1, R2 and R3, for *0324, *07012 * and *0114, respectively) and (iii) sMLH + DRB1genotypes (G_DRB1). NG stands for the non-genetic variables retained from the first step of the modeling approach (see main text and Supplementary AAdditional file 1). NG included body condition, Julian day of sampling, age class of individuals and the time elapsed between sampling and coproscopic analyses for FOC. For FEC, NG only included body condition. All models included the individual identity and the year of sampling as random effects.
	Response variable
	Component of the model
	AICc

	FOC
	NG + H_DRB1 + sMLH
	383.26

	
	NG + H_DRB1 + sMLH+ sMLH²
	382.01

	
	NG + R1 + R2 + R3 + sMLH
	386.38

	
	NG + R1 + R2 + R3 + sMLH+ sMLH²
	386.09

	
	NG + G_DRB1 + sMLH 
	388.65

	
	NG + G_DRB1 + sMLH+ sMLH²
	388.71

	FEC
	NG + H_DRB1 + sMLH
	384.03

	
	NG + H_DRB1 + sMLH+ sMLH²
	378.34

	
	NG + R1 + R2 + R3 + sMLH
	384.52

	
	NG + R1 + R2 + R3 + sMLH+ sMLH²
	381.07

	
	NG + G_DRB1 + sMLH 
	386.86

	
	NG + G_DRB1 + sMLH+ sMLH²
	383.27




