MTHFR variants modify the association between pre-pregnancy BMI and postpartum abnormal glucose tolerance among women with gestational diabetes mellitus
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	Table S1. PCR primers sequence for genotyping MTHFR polymorphisms

	Polymorphisms sites
	
	Sequence (5’-3’)

	MTHFR A1298C
	Forward
	CCGAAGCAGGGAGCTTTG

	
	Reverse
	CGGTGCATGCCTTCACAA

	MTHFR C677T
	Forward
	CTCTTCTACCTGAAGAGCAAGTCC

	
	Reverse
	CACTCCAGCATCACTCACTTTGT




	Table S2. Distributions of MTHFR A1298C or C677T genotype in normal glucose tolerance group.

	Gene
	Genotype
	Case (n%)
	P for HWE

	MTHFR A1298C
	AA
	760 (64.35%)
	0.781

	
	AC
	366 (30.99%)
	

	
	CC
	55 (4.66%)
	

	MTHFR C677T
	CC
	615 (52.07%)
	0.057

	
	CT
	446 (37.77%)
	

	
	TT
	120 (10.16%)
	




	Table S3. Homocysteine Concentrations by Genotype.

	Gene
	Genotype
	Homocysteine Concentrations (μmol/L)

	MTHFR A1298C
	AA
	6.45 ± 1.44

	
	AC
	6.47 ± 1.42

	
	CC
	6.25 ± 1.93

	
	Dominant model
	6.44 ± 1.49

	
	Additive model
	6.44 ± 1.47

	
	Recessive model
	6.46 ± 1.43

	MTHFR C677T
	CC
	6.35 ± 1.43

	
	CT
	6.53 ± 1.45

	
	TT
	6.70 ± 1.62

	
	Dominant model
	6.56 ± 1.48

	
	Additive model
	6.42 ± 1.44

	
	Recessive model
	6.40 ± 1.46






	Table S4. Associations of postpartum impaired glucose tolerance risk and MTHFR C677T dominant model stratified by pre-BMI categories.

	BMI status
	MTHFR C677T
	Case/Control
	aOR (95% CI) a
	P

	Normal weight
	
	
	
	

	Dominant model
	CC
	272/288
	1.00 (Reference)
	

	
	CT+TT
	103/134
	0.71(0.47-1.07)
	0.100

	Underweight
	
	
	
	

	Dominant model
	CC
	54/62
	1.00 (Reference)
	

	
	CT+TT
	13/19
	0.71 (0.23-2.26)
	0.564

	Overweight
	
	
	
	

	Dominant model
	CC
	71/65
	1.00 (Reference)
	

	
	CT+TT
	25/25
	1.75 (0.68-4.53)
	0.247

	Obesity
	
	
	
	

	Dominant model
	CC
	14/13
	1.00 (Reference)
	

	
	CT+TT
	14/9
	31.04 (0.15-6402.58)
	0.206


[bookmark: _GoBack]a. Adjusted for: education level, maternal age, parity, gestational age, delivery mode, infant sex, time of postpartum OGTT, family history of T2DM, history of GDM, and homocysteine.
* P <0.05


	Table S5. Associations of postpartum impaired glucose tolerance risk and MTHFR A1298C dominant model stratified by pre-BMI categories.

	BMI status
	MTHFR A1298C
	Case/Control
	aOR (95% CI) a
	P

	Normal weight
	
	
	
	

	Dominant model
	AA
	181/379
	1.00 (Reference)
	

	
	AC+CC
	90/147
	1.40 (0.93-2.12)
	0.112

	Underweight
	
	
	
	

	Dominant model
	AA
	40/76
	1.00 (Reference)
	

	[bookmark: OLE_LINK1]
	AC+CC
	21/11
	5.01 (1.49-16.85) **
	0.009

	Overweight
	
	
	
	

	Dominant model
	AA
	52/84
	1.00 (Reference)
	

	
	AC+CC
	16/34
	0.73 (0.28-1.92)
	0.524

	Obesity
	
	
	
	

	Dominant model
	AA
	12/15
	1.00 (Reference)
	

	
	AC+CC
	9/14
	2.07 (0.08-55.17)
	0.664


a. Adjusted for: education level, maternal age, parity, gestational age, delivery mode, infant sex, time of postpartum OGTT, family history of T2DM, history of GDM, and homocysteine.
** P <0.01



	Table S6. Associations of postpartum impaired glucose tolerance risk and specific genotype of the MTHFR variants stratified by pre-BMI categories.

	BMI status
	MTHFR variants
	Case
	aOR (95% CI) a
	P

	Normal weight
	
	
	
	

	
	A1298C AC+CC & C677T CT
	136/60
	1.00 (Reference)
	

	
	A1298C AC+CC & C677T CT+TT
	152/65
	0.79 (0.46-1.36)
	0.396

	
	A1298C AA & C677T CC
	45/21
	0.80 (0.38-1.71)
	0.565

	
	A1298C AA & C677T CT+TT
	227/82
	0.59 (0.35-0.98)*
	0.042

	Underweight
	
	
	
	

	
	A1298C AC+CC & C677T CT
	30/13
	1.00 (Reference)
	

	
	A1298C AC+CC & C677T CT+TT
	32/6
	0.16 (0.03-0.90)*
	0.037

	
	A1298C AA & C677T CC
	10/8
	1.12 (0.19-6.61)
	0.903

	
	A1298C AA & C677T CT+TT
	44/5
	0.25 (0.05-1.19)
	0.082

	Overweight & Obesity
	
	
	
	

	
	A1298C AC+CC & C677T CC
	39/13
	1.00 (Reference)
	

	
	A1298C AC+CC & C677T CT+TT
	39/21
	1.942 (0.57-6.57)
	0.286

	
	A1298C AA & C677T CC
	25/12
	3.197 (0.80-7.19)
	0.102

	
	A1298C AA & C677T CT+TT
	60/27
	2.250 (0.70-7.19)
	0.171


a. Adjusted for: education level, maternal age, parity, gestational age, delivery mode, infant sex, time of postpartum OGTT, family history of T2DM, history of GDM, and homocysteine.
* P <0.05





