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	Program
	Subtype
	Experimental Strategy
	#Samples

	TCGA-HNSC
	Oral Squamous Cell Carcinoma 
	RNA-Seq
	337

	TCGA-HNSC
	Non-oral Squamous Cell Carcinoma 
	RNA-Seq
	182

	TCGA-CESC
	Cervical Squamous Cell Carcinoma 
	RNA-Seq
	252

	TCGA-ESCA
	Esophageal Squamous Cell Carcinoma
	RNA-Seq
	88

	TCGA-ESCA
	Esophageal Adenocarcinoma
	RNA-Seq
	95




