	
	Df
	SumOfSqs
	R2
	F
	Pr(>F)

	RA-S0 vs RA-S1
	
	
	
	
	

	Group
	1
	0.30
	0.11
	2.39
	0.00

	Residual
	20
	2.53
	0.89
	
	

	Total
	21
	2.83
	1
	
	

	RA-P0 vs RA-P1
	
	
	
	
	

	Group
	1
	0.35
	0.11
	2.42
	0.00

	Residual
	20
	2.91
	0.89
	
	

	Total
	21
	3.26
	1
	
	

	CA-P0 vs CA-P1
	
	
	
	
	

	Group
	1
	0.21
	0.05
	1.31
	0.12

	Residual
	26
	4.12
	0.95
	
	

	Total
	27
	4.32
	1
	
	

	CA-S0 vs CA-S1
	
	
	
	
	

	Group
	1
	0.17
	0.05
	1.3
	0.13

	Residual
	26
	3.33
	0.95
	
	

	Total
	27
	3.5
	1
	
	

	CA-S1 vs RA-S1
	
	
	
	
	

	Group
	1
	0.24
	0.08
	1.88
	0.01

	Residual
	23
	2.96
	0.92
	
	

	Total
	24
	3.2
	1
	
	

	CA-P1 vs RA-P1
	
	
	
	
	

	Group
	1
	0.2
	0.05
	1.3
	0.14

	Residual
	23
	3.46
	0.95
	
	

	Total
	24
	3.66
	1
	
	

	CA-P0 vs CA-P1 vs CA-S0 vs CA-S1
	
	
	
	
	

	Group
	3
	1.06
	0.12
	2.47
	0

	Residual
	52
	7.45
	0.88
	
	

	Total
	55
	8.51
	1
	
	

	RA-P0 vs RA-P1 vs RA-S0 vs RA-S1
	
	
	
	
	

	Group
	3
	1.2
	0.18
	2.96
	0

	Residual
	40
	5.41
	0.82
	
	

	Total
	43
	6.61
	1
	
	



Table S2. Beta diversity based on the unweighted Unifrac distance of saliva and supragingival plaque in clear aligner group and traditional removable appliance group (Adonis analysis). CA-S, saliva microbiome of group CA; CA-P, supragingival plaque microbiome of group CA; RA-S, saliva microbiome of group RA; RA-P, supragingival plaque of group RA. T0, before treatment; T1, after 6-month follow-up.

