Supplementary Material

	Table S1. Primer sequences for PCR in 8 SNPs.

	SNP
	Tm
	Amplicon length
	Primer sequence

	rs1544410(G/A)
	56.50
	92
	F:5′- ACGTTGGATGGAGGAACTAGATAAGCAGGG -3′

	
	
	
	R:5′- ACGTTGGATGAGAGCAGAGCCTGAGTATTG -3′

	rs2228570 (C/T)
	54.10
	102
	F:5′- ACGTTGGATGGTTCCGGTCAAAGTCTCCAG -3′

	
	
	
	R:5′- ACGTTGGATGTGGCCTGCTTGCTGTTCTTA -3′

	rs7975232(G/T)
	55.60
	100
	F:5′- ACGTTGGATGGTTGAGTGTCTGTGTGGGTG -3′

	
	
	
	R:5′- ACGTTGGATGTAGAGAAGAAGGCACAGGAG -3′

	rs739837 (G/T)
	55.70
	96
	F:5′- ACGTTGGATGTTGCCCAGAGATGCCTCCAC -3′

	
	
	
	R:5′- ACGTTGGATGGGATGCATTTCTCCTGTCTG -3′

	rs9729 (G/T)
	49.20
	117
	F:5′- ACGTTGGATGGCTCTTCAGTGGGAGAAAAC -3′

	
	
	
	R:5′- ACGTTGGATGATATGCTTGGGTGAGTCACG -3′

	rs731236 (T/C)
	57.70
	120
	F:5′- ACGTTGGATGTCTGCAGTGTGTTGGACAGG -3′

	
	
	
	R:5′- ACGTTGGATGAAAGGAGCCTGGAACACATC -3′

	rs3847987(C/A)
	52.10
	115
	F:5′- ACGTTGGATGCGTGAGAATATAACCAGGGC -3′

	
	
	
	R:5′- ACGTTGGATGCTCCTGCCTACTCACGATAA -3′

	rs7041 (A/C)
	52.70
	100
	F:5′- ACGTTGGATGGTTTTTCAGACTGGCAGAGC -3′

	
	
	
	R:5′- ACGTTGGATGGCTTGTTAACCAGCTTTGCC -3′

























Table S2. Analysis of variance for allele frequency distribution at the 8 SNPs.
	Variable
	Periodontal condition
(mean ± standard deviation)
	F
	P-value

	
	control group (n=293)
	CP group 
(n=307)
	
	

	rs1544410
	2.12±0.34
	2.07±0.28
	3.68
	0.06

	rs2228570
	2.33±0.76
	2.36±0.73
	0.35
	0.55

	rs7975232
	2.30±0.64
	2.34±0.58
	0.56
	0.45

	rs739837
	1.89±0.94
	1.85±0.96
	0.31
	0.58

	rs9729
	1.91±0.95
	1.85±0.96
	0.61
	0.44

	rs731236
	1.23±0.63
	1.20±0.60
	0.30
	0.59

	rs3847987
	2.28±0.57
	2.30±0.53
	0.11
	0.74

	rs7041
	1.99±0.96
	1.82±0.96
	4.45
	 0.04*


* Indicates statistically significant differences. * p<0.05









Table S3. Post-hoc analysis of rs7041.
	Variable
	(I) control group
(Mean)
	(J) CP group (Mean)
	Difference
(I-J)
	P-value

	rs1544410
	2.12
	2.08
	0.05
	0.06

	rs2228570
	2.33
	2.36
	-0.04
	0.55

	rs7975232
	2.31
	2.34
	-0.04
	0.45

	rs739837
	1.89
	1.85
	0.04
	0.58

	rs9729
	1.91
	1.85
	0.06
	0.44

	rs731236
	1.23
	1.20
	0.03
	0.59

	rs3847987
	2.28
	2.30
	-0.02
	0.74

	rs7041
	1.99
	1.82
	0.17
	 0.04*


* Indicates statistically significant differences. * p<0.05

