	Author, Year (ref)
	bacteria (species level) 
	bacteria (genus level)
	bacteria (phylum level)
	Diversity 

	
	TT
	NT
	TT
	NT
	TT
	NT
	Alpha 
	Beta

	Hooper et al,2006(35)
	#Micrococcus luteus,#Prevotella melaninogenica,#Exiguobacterium oxidotolerans,#Fusobacterium naviforme, #Staphylococcus aureus, #Veillonella parvula,Prevotella sp. (oral clone BE073 phylotype),Rothia mucilaginosa,Streptococcus salivarius, Actinomyces odontolyticus Moraxella osloensis , Prevotella veroralis ,Propionibacterium acnes,Atopobium parvulum ,Streptococcus parasanguinis ,Veillonella dispar, Streptococcus mitis/oralis
	Prevotella sp. (oral clone BE073 phylotype),Rothia mucilaginosa,Streptococcus salivarius, Actinomyces odontolyticus Moraxella osloensis , Prevotella veroralis ,Propionibacterium acnes,Atopobium parvulum ,Streptococcus parasanguinis ,Veillonella dispar, Streptococcus mitis/oralis
	 $
	 $
	Proteobacteria,Actinobacteria,Firmicutes,BcateriodetesFusobacteria
	 *
	NA
	NA

	Yuchao Li et al,2020(30)
	 $
	$ 
	Aggregatibacter, Fusobacterium, Peptostreptococcus,Prevotella,Parvimonas,Enterobacter,Filifactor
	Neisseria,Streptococcus,Actinomyces,Haemophilus,
	Proteobacteria
	 *
	Chao index (TT>NT)
Shannon index (NT>TT)
	Bray-Curtis Index (TT = NT

	Perera et al,2018(36)
	Campylobacter concius,, Prevotella salivae, Prevotella loeschii, Fusobacterium oral taxon 204, Fusobacterium nucleatum subsp. Polymorphum, ,Streptococcus dysgalactiae, Campylobacter koseri,, Pseudomonas aeruginosa, Citrobacter koseri,, Streptococcus dysgalactiae, ,Capnocytophaga sputigena, Capnocytophaga leadbetteri, Streptococcus agalactiae,
Leptotrichia oral taxon 223,
Streptococcus parasanguinis II,
Pseudomonas aeruginosa,
Leptotrichia oral taxon 215 ,
Prevotella veroralis,
	Streptococcus mitis, Streptococcus sp oral taxon 070,
streptococcus sanguinis,
streptococcus dentisani,
streptococcus sp oral taxon 058,
streptococcus australis,
Rothia dentocariosa,
Rothia aeria,
Lautropia mirabilis,
Leptotrichia oral taxon 225,
Streptococcus mitis,
Rothia mucilaginosa,
Enterobacter cloacae,
Leptotrichia trevisanii,
 
Streptococcus oral taxon 070,
Lautropia mirabilis,
Leptotrichia oral taxon 225,
Rothia dentocariosa,
Staphylococcus epidermidis,
Pseudomonas beteli,
Rothia mucilaginosa,
Rothia dentocariosa,
Rothia aeria,
Lautropia mirabilis,
Leptotrichia oral taxon 225,
Streptococcus mitis,
Rothia mucilaginosa,
Enterobacter cloacae,
Leptotrichia trevisanii,

Streptococcus oral taxon 070,
Lautropia mirabilis
Leptotrichia oral taxon 225,
Rothia dentocariosa,
Staphylococcus epidermidis
	Capnocytophaga, Pseudomonas,
Atopobium
	Lautropia, Staphylococcus,
Propionibacterium,
Sphingomonas
	 $
	$
	Chao index [TT: 111.2±51.5;NT: 125.2±50.9]
	NA

	Fujiao Nie et al,2022(31)
	Porphyromonas endodontalis, ,Campylobacter gracilis,
Peptostreptococcus stomatis,
Prevotella intermedia,
Eubacterium vuril subsp. Schtika,
Parvimonas micra,
Faecalibacterium prausnitzi,
	Pseudomonas beteli, Rothia mucilaginosa,
Sphingomonas alpine,
Veillonella dispar,
Veillonella rogosae
 
 
 
 
 
 

	Prevotella, Slackia,
Peptostreptococcus,
Treponema,
Selenomonas,
Porphyromonas,
Parvimonas,
Peptococcus,
Mycoplasma,
Bulleidia
 
Fusobacterium

	Actinomyces, Veillonella
Neisseria,
Rothia,
Delftia,
Ralstonia,
Stenotro phomonas,
Pelomonas,,
Proteus,
Bradyrhizobium,  
Serratia
	Firmicutes, Bacteroidetes,
Fusobacteria,
Spirochetes

	Proteobacteria
	Shannon and simpson index (TT>NT)
	UniFrac Index (TT ≠ NT

	Al hebshi et al,2017(37)
	Fusobacterium nucleatum subsp., Polymorphum,
Pseudomonas aeruginosa,
Campylobacter sp. Oral taxon 44
	Streptococcus mitis, Rothia mucilaginosa,
H. parainfluenzae

	Fusobacteria, Campylobacter,
Pseudomonas
	Streptococcus, Rothia,
Haemophilus

	#Chloroflexi, #Deinococcus-Thermus, #Tenericutes
	  *
	Chao index [ TT:Chao 145.7±59.1; NT: 161.9±47.6] 
Observed richness TT: 122.2±49.9;  NT:128.2±40.5] Shannon index [TT:4.033±0.939; NT:3.876±0.997]
	Jaccard index

	Yang et al,2021(32)
	Aggregatibacter segnis, ,Campylobacter showae,
G. morbillorum

	Rothia mucilagenosa, G. adiacens,
Streptococcus sanguinis,
Veillonella rogosae
	Campylobacter, Gemella
Filifactor,
Catonella
	Veillonella, Granulicatella
	 *
	Actinobacteria
	Simpson evenness index [TT:0.049; NT:0.145]
	NA

	Pushalkar et al,2012(38)
	Atopobium parvulum, ,Fusobacterium nucleatum ss vincentii,
Gemella haemolysins,
Gemella morbillorum,
Gemella sanguinis,
Johnsonella ignava,
Peptostreptococcus stomatis,
Streptococcus gordonii,
Streptococcus parasanguinis I,
Streptococcus salivarius,
Streptococcus species oral ,taxon 058
#Parvimonas sp. Oral taxon 110,
#Eubacterium II G1 infirmum,
#Eubacterium XI G3 Brachy
 

	Prevotella histicola,, Prevotella melaninogenica,
Prevotella pallens,
Fusobacterium nucleatum,
Escherichia coli,
Neisseria flavescens,
Granulicatella adiacens,
Mogibacterium diversum,
Parvimonas micra,
Streptococcus anginosus,
Streptococcus cristatus,
Streptococcus mitis,
Veillonella dispar,
Actinomyces sp. Oral taxon 181,
Leptotrichia sp. Ora taxon 215,
#Streptococcus sp. Oral taxon 071
#Selenomonas sputigena
	Streptococcus, Gemella,
Parvimonas,
Peptostreptococcus,
Xanthomonas,
Johnsonella,
Solobacterium,
Atopobium,
#Eubacterium,
#Campylobacter,
#Catonella
 
 
 
 

	Prevotella, Veillonella,
Granulicatella,
Escherichia coli,
Oribacterium,
Fusobacterium,
Actinomyces,
Megasphaera,
Afipia
Leptotrichia,
#Capnocytophaga,
#Selenomonas,
#Leptothrix
 
 

	 $
	$
	Shannon  index  and simpson  diversity  index  TT=NT
Chao index [ TT: 93.57; NT: 71.22]
Evenness index [TT:0.42; NT:0.51] ACE estimator[TT:83.76; NT: 68.59]
	NA

	Chang et al,2019(33)
	Porphyromonas gingivalis, Fusobacterium nucleatum
	Streptococcus sanguinis
	Porphyromonas, Fusobacterium
	Streptococcus
	Chloroflexi
	 *
	NA
	NA

	Herreros pomaros et al,2023(39)
	Capnocytophaga leadbetteri, ,Capnocytophaga sputigena,
Capnocytophaga gingivalis,
Campylobacter showae,
Metamycoplasma salivarium,
Prevotella nanceiensis,
# weissella viridescens

	Campylobacter gracilis, Filifactor alocis, Phocaeicola abscessus, and Treponema maltophilum, 
# Treponema pedis, # Acholeplasmatales bacterium,
# Capnocytophaga haemolytica, # Eubacterium sp.,
# Syntrophomonadaceae genomosp.,
# Treponema putidum, 
# Mitsuokella sp., 
# Actinomyces sp. Oral taxon 848 str. F0332
	Fusobacterium, Capnocytophaga
Leptotrichia,Neisseria,
Bergeyella,Mycoplasma,
Johnsoella,Staphylococcus,
# Aeromonas, 
# Oceanivirga, 
#Rheinheimera, 
# Weissela
	Haemophilus, Fusobacterium,
Leptotrichia,
Streptococcus, 
#Desulfovibrio,
# Desulfoplanes, # Pelospora,
#p-2534-18B5-gut-group

	 $
	$
	Chao  index  [TT:284.2±166.9,NT:637.9±306.8].  No  significant  differences  in Shannon,simpson or inverse simpson
	NA

	Vinay Jain et al,2023(40)
	 
$
	 
$
	 Cutibacterium,Streptococcus,
Gemella,Fusobacterium,
Cloacibacterium,Neisseria,
Rothia,Veillonella,Prevotella,
Micrococcus,Haemophilus,
Capnocytophaga,Campylobacter,Actinomyces,Porphyromonas
Acinetobacter,Staphylococcus
	Cutibacterium,Streptococcus,Gemella,Cloacibacterium,Neisseria,Rothia,Veillonella,Fusobacterium,
Actinomyces,Micrococcus,Prevotella,Haemophilus
Acinetobacter,Campylobacter
	 Actinobacteria,Firmicutes,
Bacteriodetes
Proteobacteria,Fusobacteria,Chlamydia,
Deinococcus-Thermus,
Synergistetes
	Actinobacteria,
Firmicutes,
Proteobacteria
Bacteroidetes,
Fusobacteria,
Chlamydiae
	NA
	NA

	Divya gopinath et al,2021(41)
	 $
	$
	Solobacteria, Peptostreptococcus, Catonella, Finegoldia,
Campylobacter,
Prevotella,
Capnocytophaga

	Corynebacterium, Actinomyces,
Rothia,
Streptococcus

	Firmicutes, Bacteroides
Spirochetes

	Firmicutes, Spirochetes
Actinobacteria

	No significant difference between TT & NT in Shannon index,Simpson index and Pielou's Evenness index
	NA

	Peng ye et al,2021(34)
	 *
	Streptococcus pneumoniae

	Treponema, Prevotella
	Rothia, Streptococcus,
Actinomyces,
Neisseria
 
	Bacteroidetes, Spirochaetes
	Actinobacteria
	Shannon ,Simpson [TT>NT],
Chao index [TT=NT]
	UniFrac Index [TT=NT]

	Mukherjee et al,2017(42)
	Rothia mucilaginosa
	 *
	Streptococcus, Actinomyces
Rothia,
Corynebacterium,
Enterococcus,
Micrococcus

	 *
	Firmicutes, Actinobacteria
	Bacteroidetes, Fusobacteria
	Shannon  diversity  index,  and  species  richness  index [NT>TT]
	NA



*: Relative abundance is significantly less/nil; $: No identification of bacteria at this level; #: Exclusively abundant, NA: Data not available in the manuscript
Supplementary Table 1: Relative and exclusive abundance of bacteria in TT and NT at species, genus and phylum level

