Supplementary Figure 1. The four targets were IL6 (PDB ID: 5fuc), VEGFA (PDB ID: 6d3o), AKT1(PDB ID: 6s9x), and EGF (PDB ID:1jl9). The top three compounds were leteolin, quercetin, and kaempferol. The binding energies of ligand compounds and protein receptors were as follows. The binding energy ranges from −7.33 kcal/mol to − 5.20 kcal/mol. Structural model of active ingredients with hub targets. (A) Structural model of IL6 with luteolin, quercetin, and kaempferol. (B) Structural model of VEGFA with luteolin, quercetin, and kaempferol.(C) Structural model of AKT1 with luteolin, quercetin, and kaempferol. (D) Structural model of EGF with luteolin, quercetin, and kaempferol.
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[bookmark: _GoBack]Supplementary Figure 2. Binding site of active ingredients with hub targets.(A) Binding site of IL6 with luteolin, quercetin, and kaempferol.(B) Binding site of VEGFA with luteolin, quercetin, and kaempferol.  (C) Binding site of AKT1 with luteolin, quercetin, and kaempferol. (D) Binding site of EGF with luteolin, quercetin, and kaempferol. 
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