[bookmark: _Hlk155965350]Supplementary Table. 1. The sequences of primers used for quantitative PCR analysis.
	Gene
	Forward (5`-3`)
	Reverse (5`-3`)

	IL-6
	AACAGCGATGATGCACTGTCAG
	AACGGAACTCCAGAAGACCAGAG

	TNFα
	CACCACGCTCTTCTGTCTACTGAAC
	TGGGCTACGGGCTTGTCACTC

	IFNγ
	CAACCCACAGATCCAGCACAAAG
	TCCGCTTCCTTAGGCTAGATTCTG

	CCL2
	CTCACCTGCTGCTACTCATTCACTG
	CTTCTTTGGGACACCTGCTGCTG

	IL1β
	AATCTCACAGCAGCATCTCGACAAG
	TCCACGGGCAAGACATAGGTAGC

	α-SMA
	CCACTGCTGCTTCCTCTTCTTC
	TGCCCGCCGACTCCATTC

	Col1a1
	TGTTGGTCCTGCTGGCAAGAATG
	GTCACCTTGTTCGCCTGTCTCAC

	TIMP-1
	TCCTGGTTCCCTGGCATAATCTG
	CACAAGCAATGACTGTCACTCTCC

	TGF-β
	GGACCGCAACAACGCAATCTATG
	TCTGGCACTGCTTCCCGAATG

	CAT
	GACATCGGCACATGAATGGC
	GTGCAAGTCTTCCTGCCTCT

	SOD1
	GCCGTGTGCGTGCTGAAG
	GTAATCTGTCCTGACACCACAACTG

	SOD2
	CCTGACCTGCCTTACGACTATGG
	CGTGGTACTTCTCCTCGGTGAC

	Nrf2
	TGCCTTCCTCTGCTGCCATTAG
	CATTGAACTCCACCGTGCCTTC

	HO-1
	GGAAGAGGAGATAGAGCGAAACAAG
	TGGCTGGTGTGTAAGGGATGG

	NQO1
	GGTGCCCGCCATTCTGAAAGG
	CGGTGGTGATGGAAAGCAAGGTC

	GCLC
	GTTACTGAATGGCGGCGATGTTC
	TTCCTCATGTTGTCCTCCACTGTG

	GCLM
	TCTTGCCTCCTGCTGTGTGATG
	GGCTTCAATGTCAGGGATGCTTTC

	ACC
	AGTCTACATCCGCTTGGCTGAG
	AACTCCTCCCGCTCCTTCAAC

	SREBP1
	GCCATCGACTACATCCGCTTCTTAC
	TGCCTCCTCCACTGCCACAAG

	SCD1
	GGCGTTCCAGAACGATGTGT
	GCCAACCCACGTGAGAGAAG

	FAS
	TATCAACCCGGCCTCACTCC
	CGGTTGGCCATCATTGCTCT

	NLRP3
	GCAGCGATCAACAGGCGAGAC
	TCCCAGCAAACCTATCCACTCCTC

	Caspase 1
	AAACACCCACTCGTACACGTCTTG
	AGGTCAACATCAGCTCCGACTCTC

	TXNIP
	GCCAGACCAAAGTGCTCACTCAG
	GAGACTCTTGCCACGCCATGATG



