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Supplementary figures (the whole uncropped images of the original western
blots)
Figure 2 GP alleviates UUO mice kidney fibrosis.

Figure 2A Collagen I

£8=3

100KD

-

140KDa




Figure 2A a-SMA

il

Figure 2A a-Tubulin

140KDa

35KDa

35KDa

35KDa




Figure 3 GP ameliorates renal fibrosis by meditating glycolysis
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Figure 3F p-STAT3
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Figure 3F a-Tubulin
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Figure 4 Effects of GP on EMT in TGF- B 1-treated HK-2 cells
Figure 4D Collagen I
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Figure 4D a-SMA

_--'-
Smm

140KDa

100KDa

100KDa

45KDa

45KDa




Figure 4D a-Tubulin
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Figure 4E E-cadherin
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Figure 4E B -actin
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Figure 5 GP blocked the glycolysis and enhances FAO in vitro
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Figure 5D ACOX1

100KDa
100KDa
100KDa
Figure 5D CPT1
D 75KDa
et 1 P
75KDa
75KDa
i 1 1Y

Figure SD B -Actin

==== <——— 35KDa

35KDa




35KDa

Figure 6 GP ameliorates renal fibrosis by meditating glycolysis through the
STAT3-HK2 pathway
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Supplementary tablel

Table 1 The primer sequences used for RT-qPCR

Gene Species Primer sequence 5'-3' (Up: Forward, Down: Reverse)
Collagen 1 Mouse GACGCCATCAAGGTCTACTG
ACGGGAATCCATCGGTCA
a-SMA Mouse ACTGGGACGACATGGAAAAG
GTTCAGTGGTGCCTCTGTCA
Fibronectin Mouse ATCATAGTGGAGGCACTGCAGAA
GGTCAAAGCATGAGTCATCTGTAGG
HK? Mouse TACCACACACCCTACAGCAG
CTCGGGAATGGCGTAGATCT
PKM?2 Mouse GCTCTAGGTATCGCAGCAGG
GTAAGCGTTGTCCAGGGTGA
PEKM Mouse CATCGCCGTGTTGACCTCT
CCCGTGAAGATACCAACTCGG
B-actin Mouse CATTGCGACAGGATGCAGAAGG
TGCTGGAAGGTGGACAGTGAGG
Collagen 1 Human TGACCTCAAGATGTGCCACT
ACCAGACATGCCTCTTGTCC
a-SMA Human CTTGTTTGGGAAGCAAGTGGG
GATTCCTGACAGTGCTTGGC
STAT3 Human GAGAATCGTGGAGCTGTTTAG
GACCAGCAACCTGACTTTAG
HK? Human GTGAATCGGAGAGGTCCCAC
GCTAACTTCGGCCACAGGAT
B-actin Human TCACCATTGGCAATGAGCGG
AGTTTCGTGGATGCCACAG
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Supplementary table3 the expression data of HK2, PFKM, and PKM2 genes in the
transcriptome sequencing results of 6 mice

UUOI1 fpkm UUO2 fpkm UUO3 fpkm  Geniposidel Geniposidel Geniposidel

HK2
PKM 2
PFKM

19.26 12.27 5.95 6.75 2.96 0.87
272.65 175.19 268.54 155.46 167.48 139.66
8.84 7.88 7.01 5.12 5.85 4.3

Figure Captions

Fig. S1 Cell viability of HK-2 cells treated with different concentrations of GP, as detected by
MTT.

Fig. S2 Immunofluorescence image showing the expression of vimentin and E-cadherin (scale bar
=20um).



