[bookmark: _Hlk201232729]Propensity score matching (PSM) analysis
The propensity score matching was done using the kmatch command in Stata. The PPES course usage group (high and low users) was used as the treatment variable, with gender, age, type of course entry, academic performance in 2021 and OSCE group as covariates. The Epanechnikov kernel function was used to determine and weight the matches. The analysis was restricted to common support of the propensity score and applied entropy balancing to the reweighted sample. Figure SM1 below shows the kernel density plot of the propensity score for the raw and matched data.   
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Fig. SM1: Propensity score before and after matching
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