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                                1
gb|AEYA01001963.1|:3377-3491    CAACCGTGAATTGGGCGATTGGTTGGCGGACATTCCCAGTTTGATCCCAT
gb|AEYA01001964.1|:92173-93899  CAACCGTGAATTGGGCGATTGGTTGGCGGACATTCCCAGTTTGATCCCAT

                               51
gb|AEYA01001963.1|:3377-3491    TGGCACCTGGCGCACGGAAC------GTTTCGAAC---------------
gb|AEYA01001964.1|:92173-93899  TGGCACCTGGCGCACGGAACAAAATAGTTTCGAACTACAGTCGTCGGAAA

                              101
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GTCAAAGGGGGCAAAAGCCCTTCCCAACTCCGGCATTTTTTTCGTCTTGC

                              151
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CTGCCCCGTTCACACCAACGCCAGTAAGACACCCGAGCGAGGGCGCAGGA

                              201
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TCGGGGCGCTGAAGATTGCAAGTGAAAAGGTTCTTAATTGATTTCATCAT

                              251
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  ATATATCATTTACAAACAGTTCATCTTCCATCTTTTCTACCTTGGCGATC

                              301
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GCTTTCTTCCACATCTCTGGAGTGACGTGCTCCACACCTTCCTTTGTCAA

                              351
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TCGTTCGATCTCCCCCATCGCAAATTGCCGTCGGTTTCGTGCTACATAGC

                              401
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CCTTCACGATTCCCCACATGTTTTAGATCGGGTTGAAGTCGGAATGGTAG

                              451
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GGGGGGAGGAAGATGATGTTGTGTCCATAACGGCGTGCTATTTCGTAGAT

                              501
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GGCTGGAGGTGATGCCTCGTGGGCCTCTTTTGCAGTGTGGTAGAGTTTCT

                              551
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CTCGTGTCCATCCTGCTTCCCATTCGATTTGGTGGTGCGAGAGGTAGCGT

                              601
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TGGAGTTGGGATTTCTGAAGATTACTGAAGGTTCGCCCCTCGAAGATCTC

                              651
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TTTCTCTGCGACACTCACCATCTTGACCTTGTGGTAGCCAGCATTATCCA

                              701
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TTACAAAGGTTGATGGCTTGGGAATGGCACAGCAGACCTTCTCCTCAAAC

                              751
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CATTTCACAAAAATCAAGTGATCAACATTCTCATGGTAATCAGTGGTCTT

                              801
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TGACTTTGACTTCTTCACAACCCACATCTGCTGTGCTCCTGGTATCCATC

                              851
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CTTTCTCTCCTCCAGCGTGCAGAAGTATGAGTCACTGACCCTTCCCTGCT

                              901
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GGTGTGCCAACTGCATTCCCTTCCAGTCAGAGGAACCAGGTGTAGTTTGG
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                              951
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CACATGGTTCTGATGGATGTAGGTTTCATCAAGGAAGTAGGTAGGCCGCT

                             1001
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GATGTCCTTCTGCCCTCTCCATCACTCTCTGGTCAATGTACACTCACCGC

                             1051
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CAAGCCTGTACTCTCTTGCTCTCAAACAACTCTCCTTTCTTCTTCACTTC

                             1101
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  ACCCCATTCAAATCCCATCTTGCAAATGTAGTGGCACAGACACTCTTTGT

                             1151
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TGACTTCAACTCCTTTCTCCTCCTTCAACCACCACACTAGGCGAGCCATC

                             1201
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  AAAGCCAGACTTCCTGCTCTATTCCAATCTCAAATCTGCTGTGCTGCTTC

                             1251
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CTTTAATGTCTCATGCTCAATCTTTGGACCCTTGAGCCACTTCCATTGTT

                             1301
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TCTTCTTCTTCTCCAGCATCTCCTTCTCCACATAAACCTCAGTAATCAGT

                             1351
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TCTTGCATCTTCCTCCAACTTATTCCTACCCACTTGCACACCACTTCCCT

                             1401
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GGTGTTGTTCACCCCCAGCAAAGATGCATGGGCCCAAAGTCACAAGATGA

                             1451
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TGTTGATCAAATCTTGGGATAGTGGATGCCCAGAGACTGAGATGGAGTAG

                             1501
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  TTTGCTAACACCTCCAACAACTGTTGCTTCTCTTCACCTTGCACCCTCTT

                             1551
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  CTTTGTTTTCTCCTCATCCTCCAGCATCTTCAATAAATTTGATTGTTGCT

                             1601
gb|AEYA01001963.1|:3377-3491    --------------------------------------------------
gb|AEYA01001964.1|:92173-93899  GAGCAGAAAACAGTAGGCACTGGTTGTTCTTACTCTCACCTATGTTGACC

                             1651
gb|AEYA01001963.1|:3377-3491    -----------------------------------------TAAAACAGC
gb|AEYA01001964.1|:92173-93899  AAATATGACTTTTTTTGCCCCCTTTGAGTGTTTGGGGACTGTAACACAGC

                             1701
gb|AEYA01001963.1|:3377-3491    AAAGGGGCACAACTACTCCCTTCCCTC
gb|AEYA01001964.1|:92173-93899  AAAGGGGCACAACTACTCCCTTCCCTC
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