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Human ARGFX coding sequence

Exon 1 (excluding 5’ untranslated region)
ATGAGGAACAGAATGGCCCCAGAGAATCCCCAGCCAGACCCTTTCATCAATAGGAATTATTCCAACATGAAGGTGATACCACCACA
GGATCCAGCTAGTCCCA

Exon 2 (lower case is part of Alu element)
gtttcactctgttatccaagctggagtgcagtggcacggtctcggcttactgcagectcaacctcecccaggttcaactgatectece
acctcagcctcccgagtagctgcgactacag

Exon 3
CAATACGGAGAAGGCATAAAGAACGTACTTCTTTCACCCACCAACAGTATGAGGAGCTAGAAGCTCTGTTTAGCCAGACCATGTTC
CCAGATAGAAATCTTCAGGAGAAACTAGCTTTGAGACTCGACCTACCGGAGTCAACAGTAAAG

Exon 4 (excluding 3’ untranslated region)
GTTTGGTTCAGGAACCGGCGATTCAAATTGAAGAAGCAGCAGCAGCAGCAATCAGCAAAGCAACGAAACCAGATCCTTCCATCCAA
GAAGAATGTGCCCACCTCCCCCAGAACATCCCCCAGTCCTTATGCTTTTTCTCCTGTGATTTCAGATTTCTACAGCTCCCTTCCAT
CTCAGCCCTTAGACCCTTCCAATTGGGCATGGAACTCTACCTTCACTGAGAGTTCTACCAGTGACTTCCAAATGCAAGATACTCAG
TGGGAGAGGCTGGTGGCCTCGGTTCCTGCTTTGTACTCTGATGCCTATGACATATTCCAAATCATAGAACTGTACAATCTTCCTGA
TGAGAATGAGATATCCAGCTCTTCTTTCCACTGTCTGTATCAGTATCTCTCACCCACAAAGTACCAGGTAGGAGGACAGGGTTCCT
CTCTCAGCATCTTTGCTGGTCCAGCTGTAGGCCTATCTCCTGCACAAACCTGGCCCAATATGACAAGCCAAGCCTTTGAAGCCTAC
AGTCTAACAGATAGCCTGGAATTCCAGAAAACCTCCAATATGGTAGACTTGGGATTTCTCTGA

Human DPRX coding sequence

Exon 1 (excluding 5’ untranslated region)
ATGCCAGGCTCAGAGGATCTTCGTAAAG

Exon 2
GCAAGGACCAGATGCATTCACACAGGAAACGAACCATGTTCACTAAGAAGCAACTGGAAGATCTGAACATCTTGTTCAATGAGAAC
CCATACCCAAACCCCAGCCTTCAGAAAGAAATGGCCTCGAAAATAGACATACACCCAACAGTACTGCAG

Exon 3 (excluding 3’ untranslated region)



GTCTGGTTCAAGAATCACAGAGCAAAACTCAAGAAAGCGAAATGCAAGCATATTCATCAAAAACAAGAAACTCCACAACCGCCAAT
ACCAGAGGGTGGGGTCTCCACCAGTGTCGGCCTGAGAAATGCAGACACACTACCCAGATTGCCCAACGCTGCTCACCCGATCGGCLC
TGGTGTACACGGGTCATCGAGTCCCCTCATTCCAGCTCATCCTGTACCCCAACCTCAAGGTCCCTGCAAATGACTTCATTGGCCAC
AGAATAGTCCATTTTGGCTGCTGCCGAGATCCTAATATATACTGCCTCTACCCCATTTTGGAATCCCAAGTTTGCGCTCCAAGCTT
CCATTCTGGCTCTCCTGCCTGTTCATCTAACCAAAGTCGAGAGAGATGA

Human LEUTX coding sequence

Exon 1 (excluding 5’ untranslated region)
ATGTTTG

Exon 2
AAGGGCCAAGGCGTTATCGTCGGCCACGCACAAGATTTCTCTCCAAACAACTCACAGCATTGAGAGAATTGCTTGAAAAGACCATG
CACCCAAGTTTGGCTACAATGGGGAAACTGGCTTCAAAGCTACAACTTGATCTATCCGTAGTAAAG

Exon 3 (excluding 3’ untranslated region)
ATCTGGTTCAAGAACCAGCGTGCCAAATGGAAGAGGCAGCAGCGGCAGCAAATGCAGACACGGCCATCACTAGGGCCAGCAAALCCA
GACAACTTCAGTGAAGAAGGAGGAGACTCCCTCAGCCATAACTACTGCAAACATTCGTCCAGTAAGTCCTGGAATCTCTGATGCAA
ATGACCATGATCTACGTGAGCCTTCTGGTATCAAGAATCCTGGAGGAGCCAGCGCCTCTGCGAGGGTTTCATCCTGGGATTCTCAG
TCATATGACATTGAACAGATATGTCTGGGGGCTTCAAATCCTCCTTGGGCCTCCACTCTCTTTGAAATAGATGAATTTGTAAAGAT
CTATGACTTGCCAGGGGAAGATGACACCAGCAGCCTAAATCAATATCTTTTTCCAGTATGCCTTGAGTATGACCAGCTCCAATCTT
CAGTGTAA

Human TPRX1 coding sequence

Exon 1 (excluding 5’ untranslated region)
ATGCAAGACCCTGGTCATCTCCAAG

Exon 2
GCCCTCCCCTGGCCCTGGACCCTCCAAGGAGACAGCGGCAGGAGCGCACGGTCTACACTGAAAGCCAGCAGAAAGTGCTAGAATTT
TACTTTCAGAAGGACCAGTACCCGAACTACGACCAGCGACTGAATCTGGCGGAGATGCTCAGCCTCAGGGAGCAACAGCTGCAG

Exon 3 (excluding 3’ untranslated region)
GTGTGGTTCAAGAATCGCCGCGCCAAACTAGCTCGGGAGCGGCGGCTCCAGCAGCAGCCCCAGCGCGTCCCTGGGCAGAGAGGCCG
AGGAGCCCGCGCTGCGCCCCTAGTCCCTGCAGCCTCTGCCTCCGCACCTCAGCGGGGCCCCTCGGGAATCCTTCCAGCGGCGGAAC
CCACGATCTGCAGCCTCCACCAGGCCTGGGGTGGCCCTGGGTGCAGAGCCCAGAAGGGCATCCCAGCTGCCCTGAGTCCAGGCCCT
GGCCCGATccctgeccccaatcecccaggecccageccagatcecccaggeccactececctggectcaatteccaggeccaatteccaggeccage
tcagatcccaagcccgatcccagecccaatcccaggeccaatttcaggeccagtccagatcecccaggeccattececgtggeccaatcee
caggcccaatttcaggcccagceccccgatcccaggcecccaatctcaggeccattctcaggecccaaacccaggeccgatecccaggecca
aacccaggcccgatcccaggcecccaatctcaggecccgatcecccaggceccaatctcagteccecgatecccaggeccgatecccaggeccaat
ctcaggcccaatctcaggcccaaacccaggcccgatcccaggecccaatcccaggeccaatctcaggeccgaacccaggeccgatee
caggcccaatctcaggcccgaacccaggcecctgatcccaggcecccaatcecccaggeccaatctcaggeccaggeccaATTATAGGCCCG
ATTCCCAGCCCAGCCCAGATCCCAGGCCCAGGCAGACTCCAAGGCCCAGGTCCCATCTTAAGTCCTGGCCGGATGCGAAGCCCTGG
CTCACTTCCAGGCCTAGCCCCGATTTTaggcccaggctcaggcccaggctcaggctcagtecccagectceccaatcccaggecccaggat
cactcccagccccagecccCTTATGGCCTCAGAGCCCCGATGCCTCCGACTTCTTGCCAGACACCCAGTTATTCCCTCACTTCACA
GAGCTGCTCCTACCCCTAGACCCCTTGGAGGGATCCTCAGTCTCCACCATGACCTCTCAGTACCAAGAAGGGGATGACTCTATGGG
CAAAAAACACTCAGGGTCTCAGCCCCAAGAGGAGGGTGGCTCTGTGAATGAAAATCACTCAGGCCCCAGGTTATTACTGGATTTAT
AG

Human TPRX2 coding sequence

Exon 1 (excluding 5’ untranslated region)
ATGCAAGACCCTGGTCATCTCCAAG



Exon 2
GCCCTCCCCTGGCCCTGGACCCTCCAAGGAGACAGCGGCAGGAGCGCACGGTCTACACTGAAAGCCAGCAGAAAGTGCTAGAATTT
TACTTTCAGAAGGACCAGTACCCGAACTACGACCAGCGACTGAATCTGGCGGAGATGCTCAGCCTCAGGGAGCAACAGCTGCAG

Exon 3 (excluding 3’ untranslated region)
GTGTGGTTCAAGAATCGCCGCGCCAAACTAGCTCGGGAGCGGCGGCTCCAGCAGCAGCCCCAGCGCGTCCCTGGGCAGAGAGGCCG
AGGAGCCCGCGCTGCGCCCCTAGTCCCTGTAGCCGCTGCCTCCTTCCCTGGGGGTCCTGAGTTCCCGCAGGGCAGGGGTTCCTGGA
TCTCCCCTCAGCCGGGCCCCTGGGGAGTCCTCCCAGCAGCAGAACCGAAGATCTACAGCCTCCCCCGGACCTGGGGTGGCCCTGAG
TGTGGAACACAGGAGGGCCTCAAGGCTGTcccggcteccaggececctggecccaatcccagececctatecccaggeccageccagatece
aggcccagtcccaggcccagccccgaatttaggecccaatgtcaggeccactgtcagtcectcgatceccecggtccaataccagecccecca
tctcttgcccaggcecccaatcccagacccagtecctaggecgaaccctgatgccaggeccaggatcactecccaaccceccagecccagGl
GCCTTGTGGCCTCAGAGCCCCTATGCCTCCAACTTGTCGCCAGACACCCAGTTATACCCTGACTTICACCAAGCTGCTCCCGCTCCT
AGACCGGTTCGAGGAATCCTCACTCTCCACCACGACGTCTCAGTACAAAGAGGAGGATGGCTTCGTGGACAAAAATCACTCAGTCC
CCAGGTCATTACTGGATTTATAG



