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Gene ontology processes

0.001

p-value

é

mitochondrion organization

histone modification

mitochondrial translation

chromatin organization

protein complex biogenesis
DNA-templated transcription, initiation
meiotic cell cycle

cellular response to DNA damage stimulus
regulation of translation

transcription from RNA polymerase | promoter

biological process unknown
chromosome segregation
cytoskeleton organization

DNA recombination

DNA repair

DNA replication

DNA-templated transcription, elongation
ion transport

mitotic cell cycle

nuclear transport
nucleobase-containing compound transport
organelle fission

protein folding

protein phosphorylation

regulation of cell cycle

regulation of DNA metabolic process
regulation of organelle organization
response to osmotic stress

RNA catabolic process

RNA modification

telomere organization

transcription from RNA polymerase Il promoter

translational elongation
tRNA processing
vacuole organization
vesicle organization

0.05

SUT451
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histone modification

meiotic cell cycle

response to osmotic stress

transcription from RNA polymerase | prom.

response to oxidative stress

protein alkylation

DNA repair

Gene ontology processes

chromatin organization

DNA-templated transcription, elongation
membrane fusion

mitochondrion organization

ribosomal small subunit biogenesis

rRNA processing

transcription from RNA polymerase Il prom.

SUT469

Gene ontology processes

HEM13 I:g

organelle fission
meiotic cell cycle

transcription from RNA polymerase | promoter

mitochondrion organization
DNA recombination
vacuole organization
peroxisome organization
cellular respiration
conjugation

DNA repair

generation of precursor metabolites and energy

Golgi vesicle transport

invasive growth in response to glucose limitation

ion transport

membrane fusion

mitotic cell cycle

mRNA processing

nuclear transport
nucleobase-containing compound transport
organelle fusion

protein complex biogenesis
protein maturation

RNA splicing

vesicle organization

0.001 p-value 0.05
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small molecule metabolic process

organelle fusion

vesicle organization

membrane fusion
DNA recombination
cell budding

cell morphogenesis

DNA repair

DNA replication

DNA-templated transcription, termination
histone modification

lipid transport

organelle fission

peroxisome organization

Gene ontology processes

protein dephosphorylation
regulation of DNA metabolic process
response to heat

ribosomal large subunit biogenesis

rRNA processing

transcription from RNA polymerase Il prom.

B
0.001 p-value

0.001 p-value 0.05 0.05



