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Related	to	Fig.2E	–	representative	images.	The	samples	were	run	on	separate	gels	
and	all	the	gels	used	to	generate	the	image	in	the	paper	are	shown	here.	The	lanes	
have	been	cropped	and	flipped	to	match	the	table	above	the	figure.	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	



Related	to	Fig	2C,	D.	raw	data	(qRT)	used	to	plot	the	graph	for	genomic	LINE	
content	
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Related	to	Fig.	2F.	
Data	from	biological	replicates	(first	column)	for	RTase	assay	followed	by	qPCR	.	
Please	note-	for	mL1Tf,	adding	equimolar	amounts	of	Mov10	generated	an	
“undetermined”	Ct	value	in	qPCR	in	agreement	with	our	observation.	In	order	to	do	
calculations	for	fold	change;	an	arbitrary	Ct	of	35	was	assigned.	
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