Homo sapiens GM130 AAF65550.1

Gallus gallus GM130 XP_004945878.1
Xenopus tropicalis GM130 453473

Danio rerio GM130 XP_009299396.1
Callorhinchus milii GM130 XP_007898513.1
Ciona intestinalis GM130 291865
Drosophila melanogaster GM130 FBpp0071703
Caenorhabditis elegans GM130 NP_494929.3
Amphimedon queenslandica GM130 2508048534
Mnemiopsis leidyi GM130 MLO05262a
Salpingoeca rosetta GM130 PTSG_06277TO
Capsaspora owczarzaki GM130 CAOG_04888TO
Sphaeroforma arctica GM130 SARC_07317TO
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Barlow et al. Figure S5B

Homo sapiens GRASP65 NP_114105.1

Xenopus tropicalis GRASP65 296814

Gallus gallus GRASP65 NP_001026134.1

Danio rerio GRASP65 XP_002666782.2

Danio rerio GRASP65 NP_001007412.1
Callorhinchus milii GRASP65 XP_007906430.1
Homo sapiens GRASP55 NP_056345.3

Xenopus tropicalis GRASP55 148637

Gallus gallus GRASP55 NP_001012612.1

Danio rerio GRASP55 NP_956997.1
Callorhinchus milii GRASP55 XP_007888153.1
Callorhinchus milii GRASP XP_007908127.1
Petromyzon marinus GRASP ENSPMAP00000002299.1
Petromyzon marinus GRASP ENSPMAP00000000179.1
Ciona intestinalis GRASP 252974
Branchiostoma floridae GRASP 118294
Branchiostoma floridae GRASP 230855
Caenorhabditis elegans GRASP NP_501354.1
Drosophila melanogaster GRASP FBpp0074664
Hellobdella robusta GRASP 78857

Amphimedon queenslandica GRASP 2508050749
Nematostella vectensis GRASP 80798
Trichoplax adhaerens GRASP 23196
Mnemiopsis leidyi GRASP ML4552la
Capsaspora owczarzaki GRASP CAOG_03909TO
Salpingoeca rosetta GRASP PTSG_00209TO
Aspergillus nidulans GRASP ANID_11248TO
Neurospora crassa GRASP NCU09217TO
Schizosaccharomyces pombe GRASP SPAC1D4.02c
Yarrowia lipolytica GRASP 68261

Pichia pastoris GRASP 40255
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Homo sapiens GMAP210 NP_004230.2

Rattus norvegicus GMAP210 NP_001178701.1
Xenopus tropicalis GMAP210 450527

Gallus gallus GMAP210 XP_421324.3

Danio rerio GMAP210 NP_001265632.1
Callorhinchus milii GMAP210 XP_007906720.1
Petromyzon marinus GMAP210 ENSPMAP00000007865.1
Botryllus schlosseri GMAP210 chr7.g44844.01l.p
Branchiostoma floridae GMAP210 113252
Nematostella vectensis GMAP210 107960
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Rhizophagus irregularis GMAP210 3061
Mortierella verticillata GMAP210 MVEG_01046TO
Cryptococcus neoformans GMAP210 2453

Ustilago maydis GMAP210 3240

Thecamonas trahens GMAP210 AMSG_02016TO
Dictyostelium discoideum GMAP210 DDB0346834
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Homo sapiens GMAP210 NP_004230.2
Danio rerio GMAP210 NP_001265632.1

Drosophila melanogaster GMAP210 FBpp0073859
Amphimedon queenslandica GMAP210 2508048722
Saccharomyces cerevisiae GMAP210(Sgmlp) NP_014859.3

Cryptococcus neoformans GMAP210 2453

Mortierella verticillata GMAP210 MVEG_01046TO

Ustilago maydis GMAP210 3240

Thecamonas trahens GMAP210 AMSG_02016TO
Dictyostelium discoideum GMAP210 DDB0346834
Arabidopsis thaliana GMAP210 AT3G61570.1
Klebsormidium flaccidum GMAP210 kf100170_0140

Thalassiosira pseudonana GMAP210 9503
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Homo sapiens Golgin-84 NP_005104.3
Danio rerio Golgin-84 NP_998576.1

Callorhinchus milii Golgin-84 XP_007902048.1

Ciona intestinalis Golgin-84 239131

Amphimedon queenslandica Golgin-84 2508051726
Salpingoeca rosetta Golgin-84 PTSG_02257TO

Capsaspora owczarzaki Golgin-84 CAOG_09625T0
Acanthamoeba castellanii Golgin-84 ELR13889.1

Bigelowiella natans Golgin-84 75024
Phytophthora sojae Golgin-84 297683

Arabidopsis thaliana Golgin-84 AT1G18190.1

Bodo saltans Golgin-84 BS19790

Naegleria gruberi Golgin-84 69983
Naegleria gruberi CASP 30519

Bodo saltans CASP BS41845
Chrysochromulina tobin CASP K0027568.1
Bigelowiella natans CASP 73975
Phytophthora sojae CASP 484998

Toxoplasma gondii CASP TGME49_278890
Guillardia theta CASP 106475

Arabidopsis thaliana CASP AT3G18480.1
Acanthamoeba castellanii CASP ELR24051.1
Batrachochytrium dendrobatidis CASP 88000
Saccharomyces cerevisiae CASP NP_012742.1
Capsaspora owczarzaki CASP CAOG_05174TO
Salpingoeca rosetta CASP PTSG_00349TO
Amphimedon queenslandica CASP 2508059134
Nematostella vectensis CASP 40279

Ciona intestinalis CASP 286365

Danio rerio CASP NP_001003514.1

Homo sapiens CASP XP_005250211.1

Barlow et al. Figure S5E
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Homo sapiens Golgin-84 NP_005104.3

Rattus norvegicus Golgin-84 NP_001028237.1
Xenopus tropicalis Golgin-84 475595

Gallus gallus Golgin-84 XP_421329.2

Danio rerio Golgin-84 NP_998576.1

Callorhinchus milii Golgin-84 XP_007902048.1
Ciona intestinalis Golgin-84 239131

Branchiostoma floridae Golgin-84 154839
Drosophila melanogaster Golgin-84 FBpp0084013
Caenorhabditis elegans Golgin-84 NP_492137.1
Nematostella vectensis Golgin-84 239710
Amphimedon queenslandica Golgin-84 2508051726
Mnemiopsis leidyi Golgin-84 ML1442la

Monosiga brevicollis Golgin-84 MONBRDRAFT_23784TO
Salpingoeca rosetta Golgin-84 PTSG_02257TO
Capsaspora owczarzaki Golgin-84 CAOG_09625TO
Sphaeroforma arctica Golgin-84 SARC_09713TO
Acanthamoeba castellanii Golgin-84 ELR13889.1
Thecamonas trahens Golgin-84 AMSG_05059TO
Arabidopsis thaliana Golgin-84 AT1G18190.1
Arabidopsis thaliana Golgin-84 AT2G19950.2
Physcomitrella patens Golgin-84 Phpat.002G025400.2.pl
Klebsormidium flaccidum Golgin-84 kf100053_0020
Klebsormidium flaccidum Golgin-84 kf100291_ 0020
Volvox carteri Golgin-84 Vocar20014314m
Bigelowiella natans Golgin-84 75024
Reticulomyxa filosa Golgin-84 ET003839
Thalassiosira pseudonana Golgin-84 21843
Phytophthora sojae Golgin-84 297683

Bodo saltans Golgin-84 BS19790

Naegleria gruberi Golgin-84 69983
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Homo sapiens TMF NP_009045.2

Danio rerio TMF NP_001003522.1
Callorhinchus milii TMF XP_007893394.1
Ciona intestinalis TMF 293917

Drosophila melanogaster TMF FBpp0070954
Amphimedon queenslandica TMF 2508061876
Saccharomyces cerevisiae TMF (Sgmlp) NP_012668.3
Batrachochytrium dendrobatidis TMF 87032
Thecamonas trahens TMF AMSG_08612T2
Dictyostelium discoideum TMF DDB0237556
Mastigamoeba balamuthi TMF m5lal_gl1405
Arabidopsis thaliana TMF AT1G79830.1
Phytophthora sojae TMF 497264

Ectocarpus siliculosus TMF Esi0075_0002
Naegleria gruberi TMF 79996
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