
3' UTR 
CDS/5'UTR 

Soma reads 
Dendrite reads 

Annotations: UCSC + ENCODE + Miura et al. extensions 

Soma reads 

Dendrite  reads 

3' 5' 

Alternative 
3'UTR 

isoforms 

500nt quantification windows 
(merge UTRs within 500nt) utr1 utr2 utr3 

2. Identify top two isoforms 

utr1 utr2 utr3 

Sample 1 

Sample 2 

Sample 32 

... 

1. Quantify 3'UTRs 

0.02 0.32 0.66 

0 0.29 0.71 
... ... ... 

0.04 0.25 0.71 

0.5 10.3 21.2 Sum of fractions 

3. Calculate distal fraction (DF) 
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utr2 utr3 Distal 
(more 3') 

Proximal 
(more 5') 

3' 5' 

Identify top two UTRs by summing 
fractions  for each UTR over all 
samples with at least 10 reads 

Fraction of reads mapping to each 
3'UTR window for each sample 


