Table S6 - Proportion of fSNPs removed per sample in the bacterial dataset.
	Study
	Proportion of fSNPs removed by the taxonomic filter (median)

	A. baumannii
	0.22%

	C. difficile
	0.72%

	E. faecalis
	0.52%

	E. faecium
	0.16%

	K. pneumoniae
	0.81%

	L. pneumophila
	0.00%

	L. monocytogenes
	0.03%

	N. gonorrhoeae
	0.00%

	P. aeruginosa
	0.00%

	S. enterica
	5.58%

	S. aureus
	1.89%

	T. pallidum
	0.00%

	V. cholerae
	0.32%



