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Figure S2: RNA-independent CLUH interaction with SPAG5 and KNSTRN.

(A-B) Western blot analysis of co-IP, between 3xHA-CLUH and GFP-SPAGS5 (A) or GFP-tagged
KNSTRN (B) stably expressed in HCT116 cells. The co-IP is performed using magnetic beads
coupled with anti-HA antibodies (IP-HA) on total extracts (INPUT) treated (+) or not (-) with
RNaseA/T1. Proteins are detected using anti-HA and anti-GFP antibodies. The loaded samples
correspond to 0.5% of the input and 20% of the pulled-down samples. (C) Ethidium bromide-
stained agarose gel loaded with RNase treated (+) or non-treated (-) total protein extracts
used for the IP showing the presence of ribosomal RNA.



