Amino acid sequences of AsegIRs

>AsegIR1.1
MILPTILFSLFLNVLGFDLDVANFITDYVLFKDLRYLCYFTCESPYYNTIVVHKLTKENIRVAVRRIDTSDRVDMVKVAYQHTAAVGMIVDGHCDNTPALLLQASSSKLFDAMHPWLVLSDTDDPDNCTQYIDDIFKPLNLSVDADITVVTRDGYNYTMIDVFNFGKIQGNQLEIALLGSWRPDEGLDILLKGYKYYNRWNFHNLTLRAITVIVEQPEVFYPEMLSEMGYTAGVAAMTKITSQMLNTIKEQHNFRFNYSIAGRWIGAPERNTTLAVTNSLLWEETDLSSTCARIFPNWLDWVDIYHPPTTNLQTKFYYLIPQKGVGQYENQFLTPMSDGVWGCAFLAGIACTLVLTVAARLENRPKSGWYAFFSTFAAICQQDFEDGVQLLEETFSSQGRKATLLVIGLTSMLLYNYYTSSVVSWLLNAAAPSIATLDGLISSDFELIFEDIGYTRGWLDNPGFFYYSGFTNLKEDELREKKVTKAKRSAAVLQTVKTGVELMRTGKYAFHTEPYTASQVISKTFEDAELCNLGALQMMLPAHVYIMAQKRSPYKEFFDWSLLRLTERGHVKAIRARFAGDMPACSGAQPRALALGQAAPAFLTLFLFAVLAYIILAFEILWQRVQLKKRAVSEAQKLPSPVIGL
>AsegIR1.2
MWFQAILTSMLACLVFGLDQNALKFSIEYFKDRDVKFICLLTCGKESSWTLQFSKLSTMAISGISIDDSLTNYKRVENCLQRKYYSVGVIIDATCNKCEDVLYFASQNMWLDSNHKWLILDDDEAEIESYNDTVINTILFDKDRNTTLIEVLDKLNISVDADIMMAKRDNSKYTLYDVYNYGKIQGGNMILHKVGTWDLYNGLRLDINLNGYKYYRRWDFQNITMKMVLVVQPVPKHFDPELLTGLETVPGVSMITQTSAAVLYVVAKMHNIRYTPTITDRWIGTYERNSSRVVSNSLYFREQDLSPVIRLLKSVQENNDVLNPPLTAIETRYYYRIPTVGPGKFENQFLRPLSPTAWWSVIAVSGLCAALLLLSALLEKRPSSVQYAVFSVVASICQQFFQDIDDGATKRISTARKVTILVTGLSCVLLYNYYTSSVVSWLLNGPPPSINSLKELLESPLELIYEDIGYTRSWLQTPSYYFNKRNAKIEDELRKKKVFNKKKDAPLLVDLVEGIKMVQRGGYAYHTEVNSANALISKTFSQDELCELGSLKSMEKTVLYAVLQKNSPYKEFMTWSLMRLAEQGIVSCIQIRRSSFEVKCEGSSPRALALGGAAPAFILLAGGYMLATVIMMVERMVYKMKLEHNIPQ
>AsegIR7d.1
MFVSLVRQNLYPSPPKMDFREKGARNHTINDLITEEPVSELGLLAVKIAFYNFEWRFLTMVMFNTLQAIGLKTFLMQYQQSVVVKLGRFLPARRSAVPQMVIFGEDSSEISSTLRWTVRSKYDSNGKYIIVCALLDQECDEQKIFQTLESLFILNVVLLKTSHKTNKSLAYSYDFVSHGTCKNNVPYQLNLSTTCENDKCFKELYAEKLMNFHKCRLVMSTIEQPPFMYLHNYTTSPSGIDGDIMKLAADMLNATLVLIKPEDGGDAGSFINNNWTGSLGDIYNGRTHASVCSTPITVNKYGNFQISFTYYSMDIVWSARLPTQKSSWEKLLSPLNIYMRIILLLFFIAIVFMNTICTSTIWRQMRRTFKIEPPKYSFLFFSWVLFLGLPILREPERKSFLVIIYTWIWFCFVIRSAYQAALINSLKQPAYLDNFETFQDVLNNGYPYGGSASLKEYYTDDRFIYNHWKVVDQARYYEILDDIMDGTTDFVLASNKEAVKHHVMRFNGTKQLQIIPEKIVNSPTVVYYKKFSPLTGPLNTVLRTALEGGFINRIHYKYLDHDKKLFQRVQSHRPEPLRMNHFTGSFVLLIIGWFVSTIYFIVEYVCGNLKD
>AsegIR7d.2
MAAKFAMQNFDLRYTTLLLFNSTFCYGVEVFLRLYHYNIVVNKSPFKPNSQTQRTRQFVLFSSDAADVELILDAIVEFEMDNTGKFIIVCESPVPNECDEQDIVDLCWNYRIVNIVFIRLEATAAISFTYYPVADGICHNLKPIQLDRNNQYTHTTYGEVFRNKLRNFNWCPITVSTFIQSPYMLNITNGIPIGADGDLLRILMYGMNASLKMMTPNRGFGWGWRHENGTWMGSLADVDEDLANFSMTSAAITLTRFSDFQISSSYYSSKVVWVTQPAQFQNVALKLLHPFETDMRIALVVSFFLVIICAFLVKTDTWTSMCSRLVDDQANKSIVFYAWMICMGQAVIKLPTRSSFLQMALIWVWYCFLIRTAYQVYLISSLKGKFYETEFQTIEDVIDARFPFGGGVALKDYYIDYPIVYNNWKNIDSPQILPTALNITKGMDFVLAMNMDSAQMVIKSKRISLHILPQPVITSPTVIFFKKYSPLSE
>AsegIR7d.3
MVRLITVLSLLHLQFFSRSATSELVKTAVNITNTYYNLHFTTTVIWKLNDSKYVNDFLLSYPGSVVLSPWSIFNDSKIRDINETVGFKQTIYFANNLYDYEIIMQLINEVIRFPIRFILVLENAVKTNDEISDFIEVTSRNDQADLILISAYETGEVTLSTFFPYSDGCCSNYTPIFLKYGDNMFPKKFSNFYQCPIRTALLEYYPYVTVDVENGTITSVGGYDGKVLMIILNKLNASLEVTSAYNNSVFGSYVNGTATGSIGDLATEKADILIPADILTEKRYTVTLPSHTYHTVDIRWVGRRQREVSDWLKFIIPDTTNFTYLHGLVYISFLITAMLVRKCKPDMTSATNRILYQSFIILLGQSAKFVTKSWLLNFLFVLWIWFCFFFRIDYQADLVDALQTLDLEPPFASIEDAVTKVDGYGGVEVVVEYYKDTPLEHNYKVIPMNELRTYIKRIFEGENFLLATDVALVRSVEPYVQILEKRISATGASFYMRPGWPAAKDVDDVIFSLVEAGFIENLLSDDNNQRWLLNRKDDNDAYTPKGISLSKISTLFYALTVMWGICFIVLLAEIKHHKNKFKKTGW
>AsegIR8a
MSFYYLFLLIFLINLGCVISELSLRFVFIVETQEQDLTHNIGKALKLSETVRPDVKVDDAIVPLDREREEESYRILCSAVSKGASMIIDLSWSPWTMAEDLASETGVPLVRTLLGSQQLVKALDEHLESRNATDAAIILESESDVDQTLYELLGVSNIRVWVHAGLTRDSAKALKTMRPEPSFYIIVGVNGFVMDTYRRAVKEKLVRRNYRWNLVLTDYSTPDVSQLVLPTVMLQADQVECCKLMKREDCTCPSDFQRKQYILNALIQYIAETYSKLERDLSLTTSTIDCEDPQPLMNSTRERLFRQFGEDADMSNETIFFWDVERSGLFLRSRFILSMYKPDEGQQIIANWSADDEYKLLPGVELEPLKMFFRIGTAPAVPWTLVKIDPNTGEQMFDEDGQPLYEGYCVDLIARLSETMSFDYEIVSPKSGDFGKKLPNGTWDGVVGDLMRGETDIAISALTMTAEREEVIDFVAPYFEQTGILIVIRKPIRKTSLFKFMTVLRTEVWLSIVAALVLTGFMIWLLDKYSPYSARNNPDAYPYPCREFTLKESFWFALTSFTPQGGGEAPKALSGRTLVAAYWLFVVLMLATFTANLAAFLTVERMQTPVSSLEQLARQSRINYTVVEGSSVHQYFINMKFAEDTLYRVWKEITLNATSDQAQYRVWDYPIREQYGHILLAINASEPVPDAKTGFQQVNEHTDADFAFIHDSAEIKYEVTRNCNLTEVGEVFAEQPYAIAVQQGSRLQEDLSRALLELQKERFLEQLASKYWNESARQACPDADESEGITLESLGGVFIATLFGLGLAMITLAWEVFYYKRKEKNKVQAFNAKPEKPAFETKTTLETKVAESMAKLRRRGKVGKKGNVAKTVTIGDSFKPVAEKGVSYISVFPKDYRP
>AsegIR21a
MVEYYPSQAIINAQYKVESKREIKNIEIFENENSNNTSEEVKWRQFNQEENDDEDGDIHKRALDPVFHGHPKTREELWNERFLNQTLTFDQTPSLVHLLHNISLTYLKDCTPVILYDSLVKSKESYLVENLLKGFPMSYVHGYITDDGELVQPQLLHANTDCQHFILFLTEIKLSAKILGKQPENKVIIIARSSQWAVQEFLASVNSRNFVNLLIIGQSFKEGEDATRESPYILYTHRLYTDGLGASQPVVLNSWTHGKFSRDVHLFPPKMTKGYAGHRFVVAAANQPPYVFRRIKSDLDGGNPRVVWDGVELRLVKLLAERNNFSIEIIEPHEPNLGPGDSVAKEVKMGRADIGIAGIYLTNDRLTEMDVSLPHSQDCAVFVTLMSTALPRYRAILGPFHWHVWVALTFTYLFGMFPLAFSDKHTLRHLLHNSGEIENMFWYVFGTFTNCFTFLGKNSWSKTNKITTRLLIGWYWIFTIIITSCYTGSIIAFVTLPVFPETVDTIKQLLAGFYRVGTLDRGGWEKWFLNSSDPDTAKLLKKLEFVPNVEAGIRNTTKAFFWPYAFLGSKAELEYIVQANFTATKSKRAVLHISNECFVPFGITLAFPNNSVYSAKLNFDISRMIQSGLIDKITDEVRFEMQRSLTGKLLAAGSGVIKIPSAEEKGLSLEDTQGMFLLLGAGFLIAGTALISEWMGGFTRKCRFTRRIDTPISINSREHLIPTPRTNIESEIKIIGDTDSTLNFDSRPSTARSTETLDGQVINVSEENIDVHNTFNVGRFDSRRSSSLDLDREVREIFEKDMKRRRFTTHDMESLDENGSTVSRAAFGDPVKHDKIP
>AsegIR25a
MGDSSYNERHKIVVVTKMSAFSIFFFLLYLFRVAFGQTTQNINVLLINEESNALAEKAFEVAKEYVRRNPSLGLAVDPVIVVGNRTDAKSFLENVCRKYNDMLLAKKTPHVVLDFTMTGVGSETIKSFTEALGLPTISGSFGQVGDLRQWRSLNANQTRFLLQVMPPADILPEAIRAVVTKQDITNAAIIFDEFFVMDHKYKSLLQNIPTRHVITPVKSFEANEIKTQLESLRNLDIVNFFIVGSLRTIKNVLDAADKNQYFGRKTAWFALSLEKGDISCGCKNATIVHIRPTPDANSRDRLGKIKTTYSMNGEPEITSAFYFDLSLRTFLAIKSLLDSGKWPNDMKYITCDDYDGKNTPNRTLDLKTAFQEIKETPTYAPFFIPQDDPMNGRSYMEFSTDLLAITVKDGASISSHSLGSWKAGLSSNLTLTDPNNMSNYSAQLVYRIVTVEQKPFIIRDDKAPKGFKGYCIDLIEEIRLIVKFDYEISLAPDGNFGIMDENGNWNGIIKELVDKKADIGLSSLSVMAERENVVDFTVPYYDLVGITIMMKLPRTPTSLFKFLTVLENDVWLSILAAYFFTSFLMWVFDKWSPYSYQNNREKYKEDEEKREFTLKECLWFCMTSLTPQGGGEAPKNLSGRLLAATWWLFGFIIIASYTANLAAFLTVSRLDTPIESLDDLSKQYKIQYAPLNGSAAMTYFQRMANIEEKFYEIWKEMSLNDSLKEVERAKLAVWDYPVSDKYSKMWQAMEEAVLPNTIEEAIQRVRDSKSSSEGFAWLGDATDVKYHVMTSCDLQSVGDEFSRKPYAIAVQQGSPLKDQFNNAILQLLNKRKLEKLKEIWWNNNPEAMKCEKQDDQSDGISIQNIGGVFIVIFMGIGLACVTLGVEYWWYKWRKRPVVGDVVHVTQVEPAKSSRTNVDKQGDGFNFRGRNLGLNFSKPKF
>AsegIR31a
MLTQAVVDFFKHKVVSSIIVLACWSPIDQMKFTRQLSQNGMTATVSCDAAILDHIRHHYLQGVLYITHEHDEMPMFKKLKKTHFMMKYKWLILGDHVPDVLRKIRYDSDIAFLKWESGYFETKESTAISTESSTPIHIYDAYVHPRDGISINPWAHWTDSSGLVLTHERERILRRLDLKRYPLRIATPVGHYSSDKYDGTFVDFLEDESMSDQDPGIRSGYGTAMLLTEVVNAQDVLIENELWAAEINNNSMYVMVSTGEADISGAILRILFERTFTLDYVMPIWPFRVGFTYLAERESSSNMYLEPFSPAVWWSCLAMMVILAMVEWITAKSPKEKDGALYTVLTTWLQQDASAVPEGGSGRFAFTVLSVSAMLVHAYYTSAIVSALMSTGRGGPDSLKALGDSKYAIGSEDYDYMRYLFFDVKTTWDDLEYLKKKKMTSNFYQELERGVELIRQGSTAFHSEYNQIYPHFKTFSDDQICKLQHVDTIPESLTWIQSTKDGQWTEVLRTAGGWLLETGLGKRLVARLRVPQPPCRASLLAERVKLGDIAPLLALTVFGGFLSVVLLGVEILVAKTRSKRLREGDERGLEDVDDVSEVVEYDVNNLDP
>AsegIR40a
MNLIQKILLIFLSVNSAFGFFDIRDITSDVLTKLPKDFSIAVKDIAQALPSKSITIVRGNSTAIRSQDLLELLRMLSRHDVLTTNLNIATNENKQKYYKFLKKALDVSDQRTSLILCEPYECENILFELTENNLIHNMILYFFYWPYGPVSETFLMTIKEAMRVAVITNPRESVFRIYYNQGTPNRLNHLTLVNWWAGSLYKSPVLPPPDKVYDDFKGRVFEVPVLHAPPWHFVKYNNDNTITVTGGRDDKLLALLAKKLNFKYKYYDPPDRSQGSSISSNGTFKGTLGLIWKRQADFFLGDVTMTWERLQAVEFSFMTLADSGAFLTHAPAKLSETLAIIRPFQWEVWPLVFATLLVTGPALWIVIAAPSLWQKRKCDQLGLFSSCCWFTTTLFLRQSSSKEPSSTHKARLVSVLISLGATYVIGDMYSANLTSLIAKPSRERPIGTLPALEEAMRDYGYELVVESHSSSLAILENGTGVYGRLANLMRRQRIQRVRNVEMGVRLVLSRRRVAVLGGRETLYYDTERFGSHNFHLSEKLYTRYSAIALQIGCPYLETFNNVVMTLFEAGIIAKMTTDEYKNLPEQARRSDPVTESDKQGGEVMGDSAAASSQAPQGESTKGLQPVSLRMLRGAFCLLGIGYLLAAISFGVEIQLHRRSKRRREPPPNEHRKAQNLLVLGKSIMLFKRGCKKVCTTVYTGIDEALGPEVKD
>AsegIR41a
MLFPTSSSLLPLELLLNTIIRQYLESAYCITIISDVPLTFSWSKNFISLTPNKENLVEQIYNVSEMGCSDYIVRMQHPENFMTAFETVVHTAKVRRSDRKIIFLPYDEEYNEGYEIDLPSLVFSMKGSTYVANMLMIVNVASNTTDCKTFDLITHQFVGPDEQTHLPKYLDRWDSCSQEFENQANLFPHDMSNLYGKTLKVACFTYKPYALLDIDPAIEPSGRDGVEVRIVDEFCRWINCTVEVVKEDVDQWGEIYPNETGGIGVLGSVVEDRADVGISALYSWYEEWRVMDFSVAGVRTAITCIAPAPRLLSSWEMPLMPFTWYMWIAVAFTYIYASTGILTAQGCSTTSYPFLKTFGMMIGQSQYQNTESHSWKMRSVTGWLLIAGLILSSAYGAGLASTFTVPRYEPSIDTAQDIVDREMEWGATHDAWIFSLTLSTEPLVKQLVGQFRIYSFDVLKEKSFTRSMAFSIEKLPAGNFAIGEYVTQEAVLDMMIMLEDFYYEQCVLMMRKSSPYTEKVSQLVGRLHQSGLLLAWETQVALKHLNYKVQVEVRLSRNKNDVGSTEPLNLNNIVGVFIVYAIGLTISTAFFVGELYVYHRRTKNELVHE
>AsegIR60a
MSVKQIILVILLLVHNSNEVVNPHGPTVINDYTKCIIKVMENEFEEPGILIFANTNNNVSTSVSRIRTELLKKINENIKYSVEIMSPEKEVEICDNDNHNLGVLHVDNYVAIPTASYFVIIIDSYKDFSFLASKLIRSRSWNPFAKFIILLFNFFENDNNNIEYVEKVLSCLFKYNAINIIIAVPQANNFRNAIIYSWKPYDPPKYCGYFNETAKDRLVVQNMCERGVLKYAKDVFDNKIPRDMKGCVIEIIALQRHPFISDDPFEANIEKRMINEMLQRYNMKARYHFVEGFRGERERVGEWNGALKKLASKRGHLLLGGIFPDFDVHEDFETTITYLADAYTWVVPRAHRSAAWVALVIIFKKFVWLTVICGFFICGITWKIIGKLSGDTEYNSSLGHCLLNTWITILGFVAYLHPAKESLRVFFVFLNIYCILFLTAYQTKLFQVLTDPSYEYQIQTVEELIDSGLKFGGFEELHDLFYNSSDPFDYRIGEQWTDIENITEAMIDVAVHRNFSLLCSRLELAHISSITPELSDTVGNYKYYTFTENVFSVPIETIALRGFPFILEFSTTITLFKQSGLNEALRDHFATFNERRRARQLRALLKEKSDVNPLSGQHLQGGFLALAFGYVSGTLTFIVEIVVKTGYVQKKLSQCKRKIKLLS
>AsegIR64a
HKMFNDHDILIASAKIDYNATYDITKSYPRIGMVIDTACGGWTSVLSISTSPFQGYSYIIVTENLSLTTETLSRYPVEVDSDVTVAHRMNGTFILYEVYNTGFNFKGKYNVRIVGSWDTSLCIKDSKRWDLQGAFVKTAVVILSSPWLANQTVEQYMEKPIKSQIEVDTVHRMKFFTILKFMRDMYNISYDLHRVSTWGYKRNGSFDGMVNALYSGMAEIGGAPIFYRIDRGQEVQYISEVWMSRHSFVFRHPKYPGGFYTIYTRPLNVVVWYCVVTMLVVTAITLWAMLMVQAKRGDNEDSSFSLAGLVIWGAICQQGISINREATSTKLVIFTTFVYAVTLYQYYNATIVSSLLLEPPRNIRTLKDLLDSDLKAGSHDIVYDKDYFKRTTDPVAIELYHKKVATATHYNFFTPEEGIALVKKGGFAFHVETTYAFPLIKKTFTEREICETNLVQLYPLQRMGVVVRKNTPYKEHIAYAIRKMYEVGLPPRIQSEIDERMPECAHTPDSSVFCVRIREFSTPLLALMFGMISSVAIFMCEV
>AsegIR68a
MVVFKKMLKILIIGCLISGVKLQSFPILKDLHASKELDYLLIDLLNVLTREYEVTCVAIICDEVYLNVFAGPLFKRIVSVPYVMTVVEDYDDLLSPNFVTLESLRAARKEGCNVYVILLANGLQASRLLRFGDRHRILDTRAKYIMLHDFRLFRSELHYIWRRIVNIIFIKYHKKIIGVAKSKAWFELSTVPYPNPIKSIFVPRRVDIWKNENFHYKRPLFVDKTSNLNGEVLNVVYLGHVPSVVVTKNNGSNKIGGVEVEILHTLAEKMNFKPRPYQAPNADTHKWGQKQPNGSFSGLLGEMVNGGADIALGNLQYTPYHLELTDLSIPYTSQCWTFLTPEALTDNSWKTLILPFKLYMWIAVLLVLLITGTIFYGLAKNHMNLQEYKKNLRASNMKIDDQDQKPGLYLFGEIVNSILYTYGMLLVVSLPKLPVGWSIRLLTGWYWLYCILLVVSYRASMTAILANPAPRVTIDTLRELVESKVTCGGWGTQAKKFFEESLDEYSQRIGDKFETIDDPLLAADKVAQGVYAYYDNSDFLKYISVTRKNAFKDSKQNNATNTTEMTPRKDMQRNLHIMSDCVVNIPISIGFHKNSPLKTLADIYMRRVVEVGLVEKWLNDAMYSIRNLETNEEEVKALMNLKKLYGAFIALAIGYSLSAICLIGELIHWHFIVKRDPNFDKYALHMYYRQKNKKH
>AsegIR75d
MYSNTILWKKHQSLGLPLNPERGLAAEHYFLSDRRHVDMELINFILTYFLTKDLNMMTAFLCWTPAQVSELYRSSSRAGMRLALVSDFKHAPPMTPRGLFREAMLLDLACARSDLILEQASAARAFNYRYSWLLLHNSSSQRSTIEATLSASAILPDADVVWSSPETLVDVYSIKPGMPYLQTELGVARNSSRQELQILWGALPSVVSRRKDLRNVSMKGISVVTKPESFKSWWDLRDRQIDTFPKFTYPLMMLLTQDMNFRFDLRQVDVYGVVHNGTFDGLVGRLQRQEAELGIGSIFIRSDRMQAIDFISETCALTCAFIFRQPSRSAVSNVFLAPFSAGVWAAWALLLVALRKVRGSTRPETDLQQFTLPETFTFALGTLCQQGFYSTPAVTSVRLVMFSTLLAALFVFTAYSAKIVAILQTPSDALRTIDDLTRSPMLIGVQDTTYKKVYFLESPDESTQQLYRRKILPQGERAYLSEVEGIARVRTGFFAFQVERSSGYDIIKQTFTEREKCSLKEIEAFKLPMVAVPMRKHSGYRELFASRLRWQREVGLMDRERRMWLEPRPRCESSGGGFVSIGIIDVLPALQVLAMGALISVLLLATELGLHVMNKKTREYHHNHQLPRGKTMRAVMRRQN
>AsegIR75p
MLVFHSIKSMLVMNIISFTFFLFLQNFVQAKDETTINFIKLFIQNDQKPTHVIYGGLCWKKPVINKFVTEMSNIGVRTSASFKPKSKYQDHAIMYLTDLDCAQSRAVISYALSKELFQFTYRWLILTTTPELQQSTLALMENGPVLVDSDVVLAQRTADQFKMVEMHRPGLNGSMISTLRGYYNGSLVDVRPHRELYRRRKNMMGHPIIMSNVIQDSNTTRLHLPREDRLELQYDSITKACWSAAKIGFEMINATGRYIFSYRYGYKVNGQWSGMIADLYNNKADVGTNCVIFRDRFDVVTYTDLVAPMRMLFIFRQPPLAYVSNVFYLPFSTRVWVTIAVCTAIATVTIFLASKVEQVLTKASTQQQLDGGICDALLLTMSAVTQQGCYLEPRRAPGRMMVFVLFTALMALYAAYSANIVVLLQAPSDSIRSLPQLAGAKITLAANDVDYNHFVFNQSREPLYTSIRDRVFPENGKAKLYSLADGVERIRKGLFALHSVAEPVYRQIEATFLESEKCDIATVDYLVTFDSFTPVRKGSPYLELIRVVHKQIRESGIQSAIRKRYLVSKPHCITKISSFSSVGLMDMRPVLILKLYGVAVSVAIAIGEIAVHKLLNRYKKTSKVQMIKTVR
>AsegIR75p.1
MIVKTFLLISSALIVIVTCSESRIDAILSFVTLDNRPTSLLIPYLCWSQHALKSLAKSISSVGYGTATSLQYNRTEYDLQYILFLADLGCPGTDRFLVRASQEGFFKAPYRWLLLNHGDNSPALKDVDALVDSDLVVVKKISDEEYLFMEAYKVSEHSEVIYTNRATWKSGKTLNSDTKNNSLANKTIVYNTQNTSSINDQIFDTENTGIVFHEEQKVLPKITVTKYGWMEDYRSTNVLSSRRNDLRGHTLTMTNVITDSNETRQHMNDRLQLHQDSITKMSYAVVSICFQMLNATENLVFTHTWGYKDKHGNWQGIVDQLVKKEADLGTLTIFTQERMMVVDYIAMVGSTAVRFVFREPPLSYISNIFTLPFSGAVWLAIFICVLGCSIFLYIASKWEATMGMHPLQLDGSWADVLILIIGAVLQQGCTLEPRYGAGRCVTLILFVALTILYAAYSANIVVLLRAPSSSVRSLPDLLNSPLKLGASDFEYNRYFFKKLNDPIRKTIYEKKIAPKGKKPNYYSMKDGVERIRKGLFAFHMELNPGYRLIQETYQEDEKCDLVEIDYINEIDPWVPGQKRSPFKDLFKINFLRIRESGIQANVHQRLTVPRPRCSGHVSTFSSVGITDMYPAMLMTLYGMLLAPALLLVEILYKRLMTIRQQKRGLYAVDDHIPFRN
>AsegIR75p.2
MIFLNYYLKITEISYDLLFFCMLKISNMTPLFRALFFVFMLFEKEVYAKDPSWVHFIKSYVENEDKPTILILSDLCWDKNVIVSLANEISKIGSRSSTSLNIGSKYYYHDLLYLVDLDCPSAENVIALATKCNLFRSPYRWLVITAWSKHSNMAALWNSPILADSDVVLAAGTDSFLKLMELHKPSLNGSMISSVRGYYNGSLVDERPHRELFRRRRDVMGHTITMSTVIQDSNSTQYHLLMEDRLEPQYDSIAKICWMNVKLAFQMLNATPGHVFSYRWGYKVDGQWSGMIDDLYSGRADLGTNCVVSDLERLDVVSYTDNLAPFRVRFIFRQPPLPYVANIFSMPFSTNVWIAMSVCAVLSTATVFLAAKWEAKEGKGPTQLDSLGDAMLLTFSAIGQQGCVMEPRRLSGRMMVFVLFTALMALYAAYSANIVVLLQAPSDSIRSLPQLAGAKITLAANDVDYNHFVFKLFKDPVRELVYKRIDPEKGKKHFYDLNEGVERIRQGLFAFHSIVEPVYLRIEQTFLETEKCDLMEVDFLNSFDAFVPVRKDSPYLELLRVAFKQIRESGIQSAVSKRLQVPKPHCTSKMSSFSSVGLMDMKPVLIFMMYGVCLSVAIAVAEIVVFKLNPHRKASKVEITDSDVSNSA
>AsegIR75q.1
MLDTLFFNMKILTLITNIMCLKLCVSLSNPNSELQMIVDVIKAYDKPTAVTAKVCWDSATEIKLAKMLSNLDEPISILYLGDNKTIQQPYPNNHLLFIIDKHCKDTEFFLKQAGTNRMFSKSYRWLILGNTSQDEGIVASELNHVEISVDSEVITAQEIGNNDILLHTIYKLRADNEWNIEYYGTWSVDYGLNKSEDRMLSNMLRRKDFKGEPLTISVVIGDNRTKTDLLGLSNIFVDTIAKSSFRCIDPLYDFLNASRVIVFADTWGYLIDGTWNGMIGDIKNGRADLCGTVTYISIERMAILEYLTIPTPITAKFVFRQPPLSYQTNLFILPFSTGVWMSAGAFVLILGAILYINTKWDNKKYEKYNKQKMDQTCLPPTWGDITIFVLSAISQQGSSNELKGTLGRLVMFIVFLAFLFLYTSYSAYIVALLQSTSNRIRTLTDLLNSKLELGVEDVPYNRYYFSAAYSSKDPIKKAIFETKVAPRGKPNFMSIEEGVKAMQKKPFAFNMNIGTGYRIVSAFFQEHEKCGLQEIDFIQNNKPWLCSRKNSPFGEMFKIGYIRIQEHGLTDRENRLIYAKKPVCSVMGGSFDSVNMVDFYPVCLMLLYGMILAFILLGVEILVHRRQQKRESSRSNI
>AsegIR75q.2
MSNRYLKSYRKGIIQLTANADIILATMKELFFTVLLFSLSNGQDRQAAMIVDVIQSVGRPSSVIAKLCWTSTKIIQLHSLLTKEYIQFSAGDVINGDNAQFYDEEQHIVFLADLDCPDIDAYFQKNSFRNFFRAPFRWVFFRDPDKDDIVPEAVAKIDVLVDSEVLVLRSVDDTYEMHYIYKVGANTTWNTEFYGTWDTKKRFQKSPRFIEPTSLRRLDIDGYEISICYVLTNNKSVDHLTDGLDDHIDTITKVSFPTTNHLLDFLNAKRKYVFADTWGYRVNGTWNGMTGYLVRGEVEVGGSPMFFTFERVSIVDYISSPTPTRSKFVFQQPKLSYENNLFLLPFNSTVWYCTIALIFIIYLVLLMVTRWEWKKTSHMIESREKDSGVLRANVVDVIILIFGAACQQGSPSELKGSLGRVVMLVLFLALMFLYTSYSANIVALLQSSSSHIKTLEDLLHSRIKFGVHDTVFNRYYFSTATEPVRKAIYEKKVAPPGTTPRFMTMDEGVKQMRKGLFAFHMETGVGYKFVGKYFNEGEKCGLREIQYLQVIDPWLAVRKDTPFREMFKIGTKRIQEHGLQYRENRLMYEKRPKCSGGGSNFVSVSMVDCYPAVLILTYGAITALFLLALEILVFKREKLMHCMKHKSNH
>AsegIR76b
MSPFDHRPPNVSHGGDRRAHYAMAGIELIISSICNATFCEVPYNDTYKGPDALQAKEINFMNLAKEVNGKNLKVTTYNNTPLSWTEFHNGTVVGKGVAFIIMDILRKKFNFTYDVVEPRRNYEMGNKMNGDSIIGLVNTSKVDLAAAFLPTLIAYRERVSFSIDLDEGIWVMMLKRPKESAAGSGLLAPFNELVWYLVLAAVLTFGPCITFFTRVRSKLITDDEGVLPLKPSFWFVYSAFLKQGTNLAPEANTTRVLFVTWWLFMILLSAFYTANLTAFLTLSKFTLAIENPRDLYSKNYRWVASAGSSVEHVVKSDGEELYYLSAMISNGKAKFLSVTSDKDFLEAVKKGAVLVKEQTVVDHLMYNDYTSKKDVEESDKCTYVVAPNAFMKKQRAFAYPVGSKLKGLFDPVLTQIFQSGILDFLKRSDLPSTKICPLDLQSKDRKLRNSDLIMTYLVMVAGSGVAVAVFAAEIFIKRYISGKISTDKKGKRKKSKIGKKSTNYDDSRPPPYDSLFGKNPRFNVETTRTKIINGREYYVFETANGEKKLIPARAPSSFLYNRSDK
>AsegIR87a
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