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Figure S4: (A) Violin plots of percent GC in EV-enriched (n = 681) and EV-depleted (n = 803) mRNA and lncRNA 
transcripts combined (A), mRNA transcripts alone (B; n = 609 EV-enriched, n = 680 EV-depleted) and lncRNA 
transcripts alone (C; n = 72 EV-enriched, n = 123 EV-depleted). Median is indicated above each violin. P-value 
calculated by Welch two-sample t-test is indicated. Grey dotted line indicates median of all expressed genes. All 
analyses were performed using 3 EV and 3 cell samples. 
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